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AABAREYHEERADETEAMERNERENFNENEL LD FREE “F
BF" IR, BROTREEZMER. &%, £RAE, BEAFEEEFIRFNNE~m. 2
AEEUTFHRE CIn) BRREREBRX, 2R GMPSERRSERE;, @A FLRET
HENEEYRKERAFANUTERBERASHX, TEAFTMHAMBRRFES. o
A RFLUBEMERAGZD, BLUTERAENTARESSHNSEEAERARERAT
8, BBdEMEALL. 2% “TREEH F/ikdk. 1S013485 REEE AR IAIL

RNETEERELLI T 100 Z7 DNA “OF5T)" —REIERTIENMRLES,
RIESMEI 40 REMNKAEZ, BRIEARGIETSERATE=, EHEANEBREZX
BREMF LERAEIVHNENE QAFNAERGE. PCR. FEY 1B, EFER. KX
EE PCR. AIMNER. BIfRE. FATIEF 11 MNRT 100 ZMm, W ZRTEE
B DFI28. EYMEFRAEF I,

] ] 6000+ 2000+ 9000+
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GMP & 5I%E =

GMP £ EkIE QBD (REFRTigit) ER, & BEHBE. 2BIE. NSig&FEE. AR
FRARFHEYERE GMP AERHEEEXZNER, FRAFEHERFHEERIINAE - 085 - 4
hKE~%, FIEYHRXARAEEHTER, RAREBERESTXISRAK, BEEENAKK. E
FEER. TRFLRATE, L2HER GMP ERE. Bid. MaEHmIAERANER,
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1 | IR PILIES
REMENBE —XEB RIS EREBFY @~8bp) , HFHED
)% DNA W5, R EERBENZBAYE 297k Z2EHAE M
EEEEMENZO LA, B 1975 4 e #7514 R & 58 7= & 05 L - 5
X, —HEEICLIRLSZH, BALYEENEEYEERNELETNT o
REEHMBELERS, TRTENZE BHEATHSEXRURT = G
LightNing® (BE) RIIBSIESERA—FHBRAENR, MERBYIRNBYHE o Wi

FIHALY; ENERE NED TENFRBMNE PR, HIEAST—E1. LightNing® &

SIRRSGIEE, SAZBYEIESIE 5~156 28, O TLIRFREE, FRARERT 25751,

(=R

CEREMNR, ZHBUINRNENER, FRIHRS TF
K, BEESE, ENENEN

o [RIREGL), 5~15 2 FHBENPISTALES]

CEAREE)

5~15 min A B] 5 ESL]]

5 >
& §
s/ £ s/
LA VAN f,?% S8 8/ A~ o_?ﬁ?
9 & ¢ 5 P 9 9 £ ¢ s/ P o
s/ & S & & F s/ 5§ S S & F
S/ o Y g 5 S/ S/ « S/ &
Y & Y @G

— —

- = —
T — -— . —

-

5 min 15 min

{3 LightNing® EcoRI. Sall. Sacl, 7 CutOne® Buffer 193 B3#1T
B, XW. =ZF8Y, L1 pg BRALRERY, 7 5)E8T] 5. 15 min, ESL)
PR TIR YR R AR FE Ko

RAEHYE SiE

o

o) s/ s/ &

& s &
E=]

’Vhe y

=

Yugong ANF]
DAERARAEY & BINELEY. ARE. B ABH Nhel. Pstl. Xbal. Xhol JREATIE, LLADNA AEY,
ZREmEEFENSEINAER, B8] 16 h, B TR BIX, FiktnERANE STEMRT.

X#5IA )

* IMEESEM, FHNEAERMNESR, el
AN SRR UBETTTZ, I LUAZIRENES
B, BEERENLETIIMR

e CutOne® Color & iR, IRMLI IR R WE R, B
Y far B R R Bk

T EsL] Buffer R—AIESLIZ R

& F3 LightNing® EcoRl. BamHI. Xbal %3 $| #£ CutOne® Buffer.
CutOne® Color Buffer 1, LA 1 pg BRI NEY), B85 min, BSIF~
YA TIR AR HE R FE Ko

[————

A A A YA
2} = @ o x -~
s/ 4 s % g 5
gy

B AF

e Wang S, Zhang P, Sun Y, et al. Engineering of BZ transposase and transposon donor vector for enhanced efficiency and safety in gene
delivery applications. Nucleic Acids Res. 2025;53(18):gkaf935. doi:10.1093/nar/gkaf935 (IF: 17.0)

e Zhang Q, Shen X, Yuan X, et al. Lipopolysaccharide binding protein resists hepatic oxidative stress by regulating lipid droplet homeostasis.
Nat Commun. 2024;15(1):3213. Published 2024 Apr 13. doi:10.1038/s41467-024-47553-5 (IF: 16.6)
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LightNing® FR&I14 R 1IES #s & 1718
5= 28 A% EG15565S LightNing® Sacl 100 rxns
EG25511S LightNing® Aatll 30 rxns EG15605S LightNing® Sacll 50 rxns
EG15502S LightNing® Accl 50 e EG15566S LightNing® Salll 200 rxns
EG25501V/S LightNing® Acil 10 rxns/25 rxns EG25524S LightNing® Sapl 50 rxns
EG26501V/S LightNing® Afel 10 rxns/20 rxns EG15568S LightNing® Sbfi 25 rxns
EG24520S LightNing® Aflll 100 rxns EG24502S LightNing® Scal 100 rxns
EG23501S LightNing® Agel 25 rxns EG24515S LightNing® Sdal (Sbfl) 25 rxns
EG25502S LightNing® Apal 200 rxns EG15570S LightNing® Sfil 100 rxns
EG15601S LightNing® ApaLl 200 rxns EG15572S LightNing® Smal 100 rxns
EG24509S LightNing® Alul 50 rxns EG24521S LightNing® SnaBl 60 rxns
EG15508S LightNing® Ascl 50 rxns EG15574S LightNing® Spel 50 rxns
EG25503S LightNing® Asel 100 rxns EG15575S LightNing® Sphl 50 rxns
EG26503S LightNing® Aval 100 rxns EG15576S LightNing® Sspl 60 rxns
EG25509S LightNing® Avall 100 rxns EG15577S LightNing® Stul 100 rxns
EG15509S LightNing® Avrll 25 rxns EG15580S LightNing® Taq 200 rxns
EG155108 LightNing® BamHI 500 rxns EG26505S LightNing® Tsel (ApeKI) 25 rxns
EG24512S LightNing® Bbs!| 25 rxns EG24517S LightNing® Tsp45I 25 rxns
EG15513S LightNing® Bell 125 rxns EG15581S LightNing® Xbal 500 rxns
EG24507S LightNing® Bgll 200 rxns EG15582S LightNing® Xcml 60 rxns
EG15591S LightNing® Bglll 100 rxns EG15583S LightNing® Xhol 500 rxns
EG15518S LightNing® Bsal 50 rxns
EG255158 LightNing® Bsh12361 (BstUI) 50 rxns EHE IR LIES
EG26504V/S LightNing® BsmBI v2 20 rxns/100 rxns %S 2 I
EG25507S LightNing® Bsml 50 rxns EG25526S Aarl 100 U
EG25512S LightNingZ BspHI 30 rxns EG25519S ApeKI 500 U
EG23505S LightNing™ BsrGl 30 rxns
EG15607S LightNing® BstBI 100 rxns EG25516S BbYCI U
Z T EG25525S Bpil (Bbsl) 250 U
EG15528S LightNing™ BstEI| 100 rxns ;
oo EG24506S BsiwI 300 U
EG25508S LightNing™ Cfr42I (Sacll) 60 rxns
EG 155325 LightNing® Clal 50 s EG22507V/S BsmBl 200 U/1000 U
EG24501S LightNing® Ddel 50 rxns EG25528S BspEl 500U
EG15585S LightNing® Dpnl 50 rxns SRR Bl U
EG15533S LightNing® Dpnl| 50 rxns EG255068 BsrDI 250 U
EG23502S LightNing® Dral 100 rxns EG24516S B0 500U
EG24508S LightNing® Dralll 30 rxns EG25514S Peil 200U
EG15535S LightNing® Eag| 25 rxns EG21501S Sgel 250U
EG23511S LightNing® Earl 30 xns EG255138 SgrAl 500U
EG15536S LightNing® EcoRI 600 rxns EG24514S SspDlI (Kasl) 250U
EG15537S LightNing® EcoRV 200 rxns EG25527S Swal 1000 U
EG21503S LightNing® Esp3I (BsmBl) 30 rxns EG25517S Xmnl 500 U
EG24523S LightNing® FokI 100 rxns
EG15586S LightNing® Fspl 50 rxns lelP Grade Bﬂﬁuﬁmtﬂﬂﬁ . o
EG23509S LightNing® Haelll 300 rxns A RARTE GMP HENEFSREBEAR, £IErBH, TR
EG24510S LightNing® Hhal 100 rxns #/s 2R %
EG15539S LightNing® Hindlll 500 rxns GMP501S Bsal, GMP Grade 20000 U
EG15593S LightNing® Hinfl 500 rxns GMP503S BspQl, GMP Grade 20000 U
EG24511S LightNing® HinP1l 100 rxns GMP505S Nhel, GMP Grade 20000 U
EG15541S LightNing® Hpal 50 rxns GMP502S Xbal, GMP Grade 20000 U
EG23507S LightNing® Hpall 200 rxns GMP504S Xhol, GMP Grade 20000 U
EG15543S LightNing® Kasl 30 rxns
EG15544S LightNing® Kpnl 200 rxns ADCF [REl1ERLES
EG24522S LightNing® Mbol 50 rxns 7E: ADCF(animal derived component free), & s R EIEF< 45
EG15547S LightNing® Mlul 100 rxns ®e 2 g
EG15548S LightNing® Mnll 50 rxns EG22504S EcoR|, ADCF 5000 U
EG25505S LightNing® Mscl 30 mns EG21504H Esp3I(BsmBl), ADCF 2000 U
EG24518S LightNing® Msel 50 rxns
EG23508S LightNing® Mspl 250 rxns tﬂ?('] Wt}]ﬁﬁ
EG23510S LightNing® Munl (Mfel) 25 rxns =
EG15550S LightNing® Ncol 30 rxns &S B i
EG15551S LightNing® Ndel 200 rxns EG25518S Nb.BbvCl 300U
EG15552S LightNing® Nhel 30 xns e e e
EG15553S LightNing® Notl 50 rxns EG255208 Nt.BbvCl 150U
EG15602S LightNing® Nrul 50 rxns EG235128 Nt.BspQl 2000 U
EG15606S LightNing® Nsil 25 rxns EG245045 Nt.BstNBI 2000 U
EG15603S LightNing® Pacl 25 rxns
EG23506S LightNing® Pmel 50 rxns RNA t}J Eﬁ
EG25510S LightNing® Pmll 100 rxns ®s & e
EG26506S LightNing® PpuMI 30 rxns EG245058 MazF 1000 U
EG15560S LightNing® PspGI (EcoRIl) 200 rxns EG25521S/M RNase GG 2500 U/12500 U
EG15561S LightNing® Pstl 500 rxns L
EG23513S LightNing® Pvul 30 rxns IJH 1”- m t}JEﬁ
EG15604S LightNing® Pvull 200 rxns ) 2R botid
EG24503S LightNing® Rsal 100 rxns EG25529S I-Ceul 250U
EG25504S I-Scel 250 U
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2 | TERERTIE

ETEARENTE=ERR, KEBANFERSSEUHERIE 15~25 nt [F
REHINEAL, B2NENESNEEERESE, IEi@tTLXJ%#ﬂE)\)#E&%B%?:Eﬁ
HENERLAUR, BEFSIANTINFY], BERELANUERS. BFEEERRRFNAR,
B—MER. RIE. S0 DNA E MR AR

&

By E—R R, ALY & T EEY TR AR T4 52 %% 7 2 DNA b
Assembly Mix Ultra (RARITEM. MIBENMRS, HFEEOTANSEHTTA Eh =
45 - / -

&
1. {8 F3 HiFi Taq DNA Ligase, 5 T7REE,; ”"’é’f?
2. h1LER, WBTERBREY, REORSFEEMNTISHIEN;
3. IR, B TR TFHE,
. - .
R
. G (EE . SPAYE
RE PCREMARSHABIIER, &AEM THAEEE N DNA BEBEH K F, AERST 95%
RENIN AP THAEES N DNA BEBEHK £, REXET 5%
o 0 R R CHEER. ZHEIYTIEE
& FZET )4, BIRIXE 1 min DA 52 R M BARENEEBRNEN, SEBE4K58HYT
T 12, RHEANIES
SHESR. B, REFRR. Tk/ —GUBErR
RIS PRt
EEYFHESRFEERTE
RS F— R EME S EREEAERTIE T, AR T2 B F Nt FRENRTREEREN

MH; BEEE 10 FEEENZFHT, ARR Ultra BEES R RSV L FEMRSRIAM R

10000 20.0%

BT

X

FHEET BAUltra R@W FRET BAULtra BRW  RB&

4 FER T ERE L TR 4 R RERIRER

8000 16.0%
.i.

6000 ‘f:[)( 12.0%
.

4000 % 8.0%
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4000 100%
3500
3000
2500

2000

1500

1000

500 ||||||
0

Ultra &2 Mono =& W-5

80%

60%

40%

20%

— | | %

o
>

m— PRy e TEIERREER
10 F B R F RS

tERERRE , TARMIRER
BALY & BN EEYARRELERRAANE, BEFE—REH—SRATREN. E5E. L. &
EFMAT K/ “AUBMBESTHRMET, KATURBRBRBHEILELT,

10000

10000
8000

8000
6000 6000
4000 4000

\.
- o -

0 0

BILTH
BILTFH

0 1 2 3 4 5 6 7 8 e EiRtEL
37 CIREFRH W sEET W B2 Ultra
== FHiLH] === B2 Ultra
10000 10000
£ 8000
& 8000 N
M 6000 X 6000
RN Hy
Iy 4000 R 4000
=
-~ AN EN m <N HS ul BN
0
0 =
FRIHR RS HRRROR e AR 12h e
== FLILE] === BN Ultra == FHILH] === /A Ultra
IRRR R TR Tkl ZE U EERR LT

boh, BAEY) & BN EEYIA NS A ERAZEHH DNA Assembly Mix Mono, 1~15 3Bl B SER & N,
HNEttES,

([ X#k5IA )

e Xu Y, Li T, Zhou Z, et al. Structures of liganded glycosylphosphatidylinositol transamidase illuminate GPI-AP biogenesis. Nat Commun.
2023;14(1):5520. Published 2023 Sep 8. doi:10.1038/s41467-023-41281-y (IF: 14.7)

e Hong J, Li T, Chao Y, et al. Molecular basis of the inositol deacylase PGAP1 involved in quality control of GPI-AP biogenesis. Nat Commun.
2024;15(1):8. Published 2024 Jan 2. doi:10.1038/s41467-023-44568-2 (IF: 14.7)

e Xiong Q, Zhu Z, Li T, et al. Molecular architecture of human LYCHOS involved in lysosomal cholesterol signaling. Nat Struct Mol Biol.
2025;32(5):905-913. doi:10.1038/s41594-024-01474-5 (IF: 12.5)

eYue D, Sun G, Cao Y, Li H, Yang Y, Pan Z, Xue L, Zhang L, Wang Z, Xu W. Structural basis of Wnt signalosome extracellular complex
assembly. Cell. 2026 May 27:S0092-8674(26)00523-4. doi: 10.1016/j.cell.2026.05.006. Epub ahead of print. PMID: 42202788.(IF: 42.5)

(iTMER)

BS 2 s firig (¥)
EG24204S DNA Assembly Mix Ultra 50 rxns 1160
EG25202S DNA Assembly Mix Mono 50 rxns 1160
EG25202M DNA Assembly Mix Mono 250 rxns 4600
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3 / PCR 7R3
3.1/ &{*E PCR FiEi&

S705 High-Fidelity DNA Polymerase AE A#H S EIHSRE DNA REH, HEREE
BEE Taq B89 70 13, ¥ IERER Pfu 5 £, 2x S705 HiFi Master Mix @ —rEI AR EY 2x
PCR IR, AT IREFHEMETF, FEEKA BT EEED. ISR U IE~=85
E1SE T KIBERF; Itb4h, 2x S705 HiFi Master Mix 3F PCR #1f5 B A BIFIfi < 8E S,
XY HRIR I A BEF T TIRIFAIY 18,

2x S705 HiFi Master Mix ™= m 72 A MNZ L (I35 EG25103) FMAMZEK (K25
EG24110) MithiiA, LIAMENHE  HRMEERESLEMBEGTRIREE, I8~
o] B AT RR XK.

(RN

REES o fREH1E
{REE 2 Taq DNA Polymerase #J 70 &

o BRI o REME
RATEKE. FTEME. HIEER. *E GC & 37°C 3 ARy 1B MR RIS
£ (30%~80%) &k

(MEERT )

FEES TRES 18 REMES

M 1 2 3 4 1 2 3 M

TigRER Plul 51, RIRAIE 5 s/kb

3 4

Evancer

80 70x

70 62x

28 52x 51x 1R -5 sikb 1. NEEA -1 kb
40 2. NEFI4 -30 s/kb 2 \EEA 21
30 3. ik 5 sikb 3 NHEE 410
20 7x 4. JFUHL -30 s/kb 4 NEFE S0
10 x

0 m

S705 #H@N TRW Z@Ta Pfu Taq
ITCHE 3K -20°C88

S705 High-Fidelity DNA Polymerase f82F8 2x S705 HiFi Master Mix 733113 15 R [E)&#k 2x S705 HiFi Master Mix 7 37°C & 3 XS 12
REERTaq BN 70, BEHEL 891 kb FrE%, FEMIRZEILN 30 s/kb #1 5 s/kb AY 1~5 kb BIAEELH DNA F B, I8R5 -20°C 1R

Pfu #9 10 1. TIRERTHARER. FONEEEEER
>,
SR

M 1 2 3 4 5 6 123 456 7M1 23456 7

1.30% GC
2.35% GC
3.61% GC
4.68.1% GC
5.72.4% GC
6.74.8% GC
7.82.3% GC

1. EfEREA
2. YT EREA
3. AERA

4. BRRHBR
5. BEEIRRR

6. KT EER 1500

BALEY A RF

{8 2x S705 HiFi Master Mix %) 3l3 1 R E)5E PBIEF 2x S705 HiFi Master Mix 54 PCR Enhancer 71 A ‘A5
TREENR, BIEREFEATEANSERER, 19 =1RE PCR Mix, 1ZHREBHENLINARYT EFRRE GC 2EH
ARG RITH LR, 181R, £5527<PE 2x S705 HiFi Master Mix 82534 12 30%~80%
GC 2 E/iEiR,
71 2x S705 HiFi Master Mix (+Dye) iz <89 Enhancer &5 I k4E

1 % Agarose

12000
8000

1xTAE Buffer

1kb DNA Ladder

X5, SEREE 2x S705 HiFi Master Mix 18Lt, EG25103 FiRAY 2x S705 HiFi Master Mix (+Dye)

PCR Enhancer &), i@ %INITE Enhancer S 185K, BiEAR
MEFESRIRAB,

REGHEY) CIEEEER

ZFEX D FERNNREE

05



3.2/ &8 PCR FsR&

1 % Agarose 1xTAE Buffer

Taq PCR Aurora Mix 2432 L1 AJ Taqg DNA
REBTURRK, V¥ IZ~E5, LI ARE GC
A
=

1600—
2.,

B (30%~70%) RiRESH &,

———12000
— [——6000
4000
——2500

——1500

—
—1
—
-—
-—
- 750
-
- 250

1kb DNA Ladder

2x Taq PCR Aurora Mix

BRI

BER Y18 <7kb BY DNA F E& FRADEVHESY). AEFHEL. ~EGC

cRT )

. 2% Taq PCR Aurora Mix

<
o}
X
5y
8
0
(o}
rd
>
Z
5]
3
=
<

TR

S )
S02020 8080808 @

 X#EIE )

KX D FEBANTEE

A& (30%~70%) 1Rk

UABERABNER, §18
TEKERE, 2xTaq
PCR Aurora Mix 7] 3%18
RIFTIBER,

2x Taq PCR Aurora Mix
B B WA 1% 30~70% GC
SENHE,

XA E A m iR AR, 2x
Taq PCR Aurora Mix 58]
SRINERT18,

(1) Fan YY, Tang Q, Li Y, Sun H, Xu M, Yu HQ. Fabricating an advanced electrogenic chassis by
activating microbial metabolism and fine-tuning extracellular electron transfer. Trends Biotechnol.

2025;43(2):383-407. doi:10.1016/j.tibtech.2024.09.021 (IF: 17.3)

(STMEER )

&®S B s firig (¥)
EG25103S/M/L 2x 8705 HiFi Master Mix (+Dye) 1 ml/5x1 ml/20%1 ml 320/1280/4600
EG24110S/M/L 2x S705 HiFi Master Mix 1 ml/5x1 ml/20%1 ml 320/1280/4600
EG26104S/M/L 2x 8705 HotPrime Mix 1 ml/5x1 ml/20%1 ml 350/1400/5000
EG25104M /L 2x Taq PCR Aurora Mix 5x1 ml/100%1 ml 240/3000
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4 | STEEPEREB—ELTE

KR RZOEDEEEBEMIR~NNE%EE M-MLV GlII Reverse Transcriptase,
ERREM. FESMEES. cDNA 2. HIFIFIREEFEHIAEELHENME. All-in-One
First-Strand Synthesis MasterMix (with dsDNase) @ — &= . B, B/ S RIE 5
cDNA &R FAIE, FUBRPE AR RNABRIRLINMIFTBEYRRRNAS, FHRAERRE, ™~
Y& S HITR N EE PCR 94, M RTase Il Primer Flexible All-in-One Mix (with dsDNase)
BEMEEMAD DFRE, ERPIHNARALRRGH R EEATRALENYEERS|Y, B
&2 K cDNA 7f&,

R

s BERMNBE o MEIFITT =S 1458
W FERNEBEEDA 55°C, BAMITH RNA —4& SFTF Trizol. SDS & RNA IRENH 5 T 5| ANAY 52
&1, BEERENERNARERME BEFERNMZEEN
s BUERERELA s 2FLRER
¥ F3 dsDNase, 4F & M8 1 W 5 DNA, =X B& All-in-One Mix —B1FUE®R, B/ & RZAYE]), BE
gDNA B%, AEMELSRN, FIEERE RIERN, REKAIKE 12 kb A/)\89 cDNA
% gDNA 53R RFEIE 5T

iScience® All-in-One Mix VS  F#ERFFLRE Mix VS Z—HKZAPEES Kit

TN#¥ (RNA, All-in-One Mix)
PR

7N# (RNA, Z gDNA ) AR5

EEV@?@@é@ngeiébéﬁégébf%

&% gDNA

ZB% gDNA 1N (RNA, % gDNA E8, Buffer)

&

1{ * BOAPERSRNE 5~10 min

%% gDNA

oS

7 gDNA Eg5iE

‘%9@9@9@@@94@

bt (RNA, 514, dNTP)

O

RNA iEiRZEH

BRI

s BT HRNFE BO#% (i¥4£RE, Buffer, DTT)
« G HY [z [Z A 8] e
s —BlRMN
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MRERT
BRERRZEEE BREERTRFEENEE

38 1.2

28 \\\ 0.
13 - 1 i S

1pg 10 pg 100 pg 1ng 10 ng 100 ng lpg
SOD (HFE) Atig (REEE) MKks2C (fRF )
- YGRTII - FRW ¢ ZRU e ZRA BYGRTI =ZmW SEHU EERTo =RRA

LA 1 pg~1 pg i RNA B1RIR, D5IRREmETRIATI S LA 1 pg B9EE AT RNA IRIR, ﬁ“U?ﬁE”%u%ﬁi’ﬁEEiﬁ? BEFIR
BIR Rz 5 TR R, 3RS cDNA #H1TEE PCR. W HFFHITIFRR, R1SH cDNA #ITARFEERENEE PCR.

FHERE RN RSB R 1

40.00

oo

Ct

(o)

X ==
~

N

35.00 BYGRTII

nEmW
30.00
nEHEU
25.00 uE5E To

20.00 BEEA

15.00

10.00 EALIREN 0.03% B9 Trizol A1 0.004% £Y SDS 1EAINHIF, 525!
5. RREREYERAFSEEFNRNEZGHHITRESR, RS0 cDNA
0.00 HITEE PCR,

No Inhibitor 0.03% Trizol 0.004% SDS

[ x#ksIH )

e Zhang H, Sun B, Latif MZ, et al. Control of H2S synthesis by the monomer-oligomer transition of OsCBSX3 for modulating rice growth-
immunity balance. Mol Plant. 2025;18(2):350-365. doi:10.1016/j.molp.2025.01.009 (IF: 17.1)

e Lu KK, Yang H, Liao CY, et al. A transcriptional recognition site within SOS1 coding region controls salt tolerance in Arabidopsis. Dev Cell.
Published online June 6, 2025. doi:10.1016/j.devcel.2025.05.010 (IF: 10.7)

e Linmei Wu,Shuo Tan,Yizhu Yan, et al. Bifunctional halloysite nanotube-based Ripk1 siRNA delivery system rescues cognitive impairment by
targeting amyloid B plaques for clearance and reducing necrotic neurons in Alzheimer’ s disease mice. CHEMICAL ENGINEERING JOURNAL.
2024. doi:10.1016/j.cej.2024.153460(IF: 13.3)

e Liu YX, Wang Q, Xiangyang ZY, Long JY, Huang H, Fan LL. Lipin3 deficiency promotes hepatocyte ferroptosis and pyroptosis via activating
JAK1-STAT3 pathway during acetaminophen induced acute liver injury. Mol Biomed. 2025 Oct 10;6(1):78. doi: 10.1186/s43556-025-00317-z.
PMID: 41071519; PMCID: PMC12514125 (IF: 10.1)

e Du Y, Long X, Li X, Guan F, Gao W, Deng K, Wang S, Lin X, Huang M, She X, Chen S, Wu M. Spatial-reprogramming derived GPNMB+
macrophages interact with COL6A3+ fibroblasts to enhance vascular fibrosis in glioblastoma. Genome Med. 2025 Oct 31;17(1):136. doi:
10.1186/s13073-025-01553-2. PMID: 41174767; PMCID: PMC12577258.(IF: 11.2)

[ 'LTF@E"..\]]

Ct

o
o

®S 2/ b firig (YY)
EG15123S M-MLV RNase H Reverse Transcriptase 10000 U 480
EG15124S M-MLV GlIl Reverse Transcriptase 10000 U 900
EG24101S M-MLV GIV Reverse Transcriptase 10000 U 1050
EG21104S High-Accuracy Reverse Transcriptase 10000 U 1200
EG15133S All-in-One First-Strand Synthesis MasterMix (with dsDNase) 100 rxns 1380
EG20131S All-in-One First-Strand Synthesis MasterMix 100 rxns 900
EG24102S RTase Il Primer Flexible All-in-One Mix (with dsDNase) 100 rxns 1380
EG26102S GlII Visual All-in-One MasterMix (with dsDNase) 100 rxns 1380
EG25110S GIV All-in-One MasterMix (with dsDNase) 100 rxns 1600
EG20002S RNase Inhibitor, Murine 10000 U 800
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5 | M REBFR

GIV All-in-One MasterMix (with dsDNase) 2 $F X3 — %% cDNA & At FF
X, BEFBE—1% cDNA 8 RNABAHEDNEERIUER, RNFNXFIMNAN
RNA #&EiRFK, RIEEE, FURKFTH M-MLV GIV Reverse Transcriptase
EEWMALRNENAYERE, BNF=AYERE, EAERNRNRE.
B EEUNEKDN cDNA FERE,; BNEREATEEEME .

R
o REIEER
[T 5 min BN 52 4% R [ [

e cDNA =K
FEYIRKERTIA 20 kb

BERT)
R BEER

1 2 3 M
. P e o —
—
= =
. —
. e
s 1. 5min
: — .
: =
(kb) - 0N
' M1. 1 kb DNA Ladder
W \2. RNA Ladder
| P e i —

oW Yugong
L RNA Ladder N#&1%, Oligo dT A51¥), BERELEW& B
BIEAEY EG25110 IR EEMP R R0, KRS EWNEPIE
EREFHTURRRN, BA%EY & BN ELEY EG25110 7E 5~20
min R EIEEE R 9 kb B9 RNA, W AFIFE 20 min BY A BEIY 4R 9
kb 9 RNA,

IR 321408
Bl =21
12
10
8
4 TRz

30% 2B 20% 2R 50ngll R 02M SR 02 M ZEAT
HHIFFRSE

o IS E 4R
BERNEENRN 55°C
o HPHIFIMm 21458
S, BRE. BER. B, HBRINE
HIFIYBNZEES
cDNA =4
s R G e |

1.12 kb &b
2. 14 kb &b

e  3.16 kb &t

4.18 kb &b

5.19.9 kb &b

M. 1 kb DNA Ladder
—

1L 500 ng 293T AHAIHY & RNA J1E4R, Oligo dT 2%, &
cDNA, 1L cDNA iR, # 12 DY1CINT £ (19940 bp) FEIX I
B9 5' 89500 bpe ERER, BREY & BNEEYEG25110 A&
R34 19.9 kb # cDNA.

TR FRAZ DA RNA BUREE 2R B Z 5 INBI R R,
MR E R B REE M 1S, EeREINGIFIFENB
A, BAEY) & BENEEY EG25110 WA Ct BB/ NFRAERE],
R BV = M.

E A Ct= BRFUER RS cDNA ¥ 18 Ct (5 — FERBUEH RFT1S cDNA
y1g CtfE

RESREY IS EE 09



N
w
N
o
<
=

1
9.0 = = > | — \ g
—_——_— —_—— — LA RNA Ladder N#&#R, Oligo dT 7514, EREIRE
6.0 —_——_—— B — = i
5.0 -—— - — A B 1. 50°C TEAREABYERSTRETYERR, BAEY & BN
. D MR e ——— — o
- ——— - 4] EG25110 7F 50°C ~ 60°CBEIA AR R 9 kb B
. S S a————— - -
by 28 =HUBEEREERE ™ o< RNA, W AFTERE 55°CIE A5 9 kbo
15 — ;:‘:’ib - BAEY & BETEEY EG25110 72 70°C R 3 B] 4%
CGED GED GND SRS e GED GEE S S - 5 adder
1.0 === \2. RNA Ladder R 4 kb BY RNA, W ABMNAEEFHEF 1.5 kb BY RNA,
U5 -— ST REE
Yugong S W
>, E~ —5
EERES
Homo Gene 1 Homo Gene 2
2 2
15 15
0.5 0.5
0 _\:4: 0
05 2ug 200ng 20ng 2ng 200pg 20pg 05 2ug 200ng 20ng ‘ 2ng 20pg
- o= Yugong EG25110 «==@==Yugong EG15133 FT@EW  =e=FH0 «=@==Yugong EG25110  ==@==Yugong EG15133 TRW =e=FER0
I5R— mR=
Tomato Gene 1 Tomato Gene 2
2 2 ‘
1.5 15 ‘
- 1 — 1
3 E :
0.5 0.5
0 0
0 2ug 200ng 20ng 2ng 200pg 20pg 2ug 200ng ‘ 20ng 2ng 200pg 20pg
05 -
«=@==Yugong EG25110 «=@==Yugong EG15133 EHW  =e=T R0 05 ==@=="Yugong EG25110 «=@==Yugong EG15133 FRW == T R0
IR= b5l

A A Ct= EAthF= qair 3 RF1S cDNA 738 Ct1E — Yugong EG25110 4% RFf1S cDNA 4738 Ct (B,

I 293T 2 RNA F1EM S RNA NER, FERRAEY & B EEY) EG25110. EG15133 LINTEHME R ™MK, &
BEBRBREFEERHETERERRN, BEE8 cDNA #17Z2MNERMW gPCR TE2 . ERER, T4 MIIETEREY &
BRZEAY EG25110 BB{AME R 1T,

iTEEs

®S 2/ i i (v)
EG25110S GIV All-in-One MasterMix (with dsDNase) 100 rxns 1600
EG24101S M-MLV GIV Reverse Transcriptase 10000 U 1050
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6 | XFtEE PCR

RITEE PCR EABIT AR R AT FFRMRE, X PCR F=¥# TR iC BRER,
K EIERNISE, ELEE PCR XK, BREY & BNEEMFAL T EM™=H, HF, HiF
PUBENMEIRRY Taq SYBR® Green qPCR Premix, ERZ0AD BETAEIHAIBEED Tag DNA 2
&g, &m0 Ln Buffer A&, BRRIET EHNESRENSRHE
BIRFITERTE S, RER
Reference Dye, &MTFFiE qPCR {28, TLHEIEFEH qgPCR (X285 L1F%E ROX BURE,

57A Taq Visual SYBR qPCR Premix (Universal) B &R ERZ e, MEEE .

R
- SRR

AR BoHEIRE Tag DNA RSB SMUNEA,
BRING AR B S I —REN~E

* RESTIEE
NFARARIFEFEA, BIESHAT 1EEES

o HIMSEEE

RIS EMEYE
* BERE

BRI

MR
HRERERIFAIEIR
&7l cDNA (PSBR-2 £[H)

Amplification Melt Peak Amplification Melt Peak
5000 1000 6000
4000 . 800 5000 1000
o
> 3000 S 600 — 4000 5 800
w [T w =
3000
2 2000 Z 400 4 o ; 600
1000 200 1000 T 40
200
0 0 0
0 10 20 30 40 65 70 75 80 85 90 95 0 10 20 30 40 065 70 75 8 8 90 95
Cycles Temperature,Celsius Cycles Temperature,Celsius
Human E[F4 DNA (DYS14 E[H) pUC19 F#i
Amplification Melt Peak Amplification Melt Peak
6000 1000 7000 -
5000 o 1000
800
4000 g s g
2 S 600 S 4000 5 800
w w
& 3000 B o & 3000 T
2000 S 2000 T 400
1000 200 1000 200
0 0 0 0
0 10 20 30 40 65 70 75 80 85 90 95 0 10 20 30 40 65 70 75 80 8 90 95
Cycles Temperature,Celsius Cycles Temperature,Celsius
M Yugong HEawW FmTa TmA
REGHLEY) ¢Sk EE 11

1, AIXSEETRESEER 4
E B S QPCRE R, IIb4h, Universal R 517 @& A 558 ROX

qPCR Mix B2 & 1 [F) f & E

RBELY

Yugong Biotech

%+X¢ﬁf5@$%$&fﬁf§%ﬁ$ﬁ$§ﬁ’\]%,

B i %

BestEnzymes

nnnnnnnnn

B

2 PCRINfEA, A

Human cDNA (Actin EEX)



REFENE ML SCE

Amplification Melt Peak
4
a 1200
1000
<
B 800
10° =
™ )
' L 600
o
T 400
10° 200
0
0 10 20 30 40 65 70 75 80 8 90 95
Cycles Temperature,Celsius

BL1 pg & RNA (EBREEFEA DNASR) RBRFTER S, RS0 cDNA ARBIHIT 10
EELER, £5 M BE (KX 10°% 107 102 10°% 10%) , DFERNER, F/H Tag
SYBR® Green qPCR Mix, #4T PSBR-2 £EKIE S,

[FZHTEaERE
ABI 7500 Fast (Low Rox) Bio-Rad (None Rox)
10 10

A Rn
RFU

0.1

0 10 20 30 40 0 10 20 30 40
Cycles Cycles

I Yugong H=awW

A Rn

35

30

Cq

25

20

Standard Curve

SN R | e () SR RO
Log Starting Quantity

O Standard
>< Unknown

SYBR E=99.3% R"2=0.999

34

100

Slope=3.338 y-int=28.414

ABI StepOnePlus (High Rox)

0.1

Cycles

EREBALEY & BN ELEY) Taqg SYBR® Green qPCR Premix (Universal) ZEREZEAER qPCR X (H] E: ABI 7500
Fast. Bio-Rad . ABI StepOnePlus) Lt¥ &R, T84 27, 1iHEA Tag SYBR® Green qPCR Premix (Universal)

FURBNEERM, TRHNFRMEFE Rox KE,

RAEE PCRED FIMHAHETE AR, BREY & BNEEYEAKICEE PCR AR, AJRARMA 1 ZAGULRN

BXRER, REEH2RERSITHE .

| Taq antibody |

BAEY) & BN ELEY) Taq antibody 7£ 50°C MR 17 95% LI EBY Tag DNA BREEEE, TJLIEMINGIEFIERS
MY g, ABREDE 95°CINM 30 s AR a L E, BHREHEE, SRTEMABIHRNEES PCR kW,

I aniE HPLC 238, 4BEE 99%, #tX—EiiEsF.

Detector A Channel 2 280 nm

:Z 2 Peak# Ret. Time Area Height Conc.

1 6.796 44840 1915 0.835

2 7.909 5327644 | 257687 99.165
L Total 5372484 | 259602

#1 7 & Tag-antibody (B8), 5 Taq DNA polymerase

EE /RS MEH DNA SN EEE %, &5 Tag DNA

polymerase WEM 3T S, 7€ 55°C AR LLE 7 95% LL_E Tag DNA polymerase F94hIESSE 1%, H LT LLIE

EEMMMFMENERRTNACYHER, RLOFERRESS. KIE

==
RFE

polymerase NE[EEE , BIMIEEL. THERTETRIANKNEESE PCR RN,
SMDEMER AR ARG EEHANGRIRSER, REWHATAE, 5 Tag DNA polymerase 455 /5 R FBS 3 A%

GESIMIEENE, E—PREBRNERM.

12 RESHEY CISEBITERE
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{ HL-Uracil DNA Glycosylase (UDG,UNG) }

@A R KEBPETERAGXREIE DNAEER (ERIBERATH) , BEBXMKAE DNA SRR FRIEIENEE 1, 50°C
T 5 min BIRIE2KE, MY ERW, DNA T IBERPIIN dUTP #1 HL-UDG, ¥ 18] 25°CHE 5~10 min, BJLA
AT HI LB YRI5

iR RACHMRE dU 18R

10N
P/ S Amplfication
8 8 8 S 8000
Wikl :
/) </ %1 UM HL-UDG 9%I7E 50°C. 70°C.

95°CE& B 5 min G528 dU KY - ; /
25°C N RN HICBIERYI X HTRE a0

Ty, ¥9 HL-UDG BB ABURISIE, . LS
2 50°CHTE 5 min BB AIEAE ; . ////,/

Cycles

4% HL-UDG Y
gPCR &K Z h il N
TERERNE JU
By IGI TR,
WA A dU R B
HL-UDG#JE B 1o

RFU

40

(@3 )

e Linmei Wu,Shuo Tan,Yizhu Yan, et al. Bifunctional halloysite nanotube-based Ripk1 siRNA delivery system rescues cognitive impairment by
targeting amyloid B plaques for clearance and reducing necrotic neurons in Alzheimer s disease mice. CHEMICAL ENGINEERING JOURNAL.
2024. doi:10.1016/j.cej.2024.153460(IF: 13.3)

e Ge J, Lang X, Ji J, et al. Integration of biological and information technologies to enhance plant autoluminescence. Plant Cell.
2024;36(11):4703-4715. doi:10.1093/plcell’koae236 (IF: 10.0)

e Liu YX, Huang H, Wang F, et al. Lipin3 deficiency aggravates cisplatin induced acute kidney injury via activating Sirt1-p21-Caspase 3-GSDME
pyroptosis pathway. Int J Biol Sci. 2025;21(12):5185-5205. Published 2025 Aug 11. doi:10.7150/ijbs.110125 (IF: 10.0)

e Che R, Liu C, Wang Q, et al. The Valsa Mali effector Vm1G-1794 protects the aggregated MdEF-Tu from autophagic degradation to promote
infection in apple. Autophagy. 2023;19(6):1745-1763. doi:10.1080/15548627.2022.2153573 (IF: 13.391)

e Fu X, Fei Q, Zhang X, Li N, Zhang L, Zhou Y. Two different types of hydrolases co-degrade ochratoxin A in a highly efficient degradation strain
Lysobacter sp. CW239. J Hazard Mater. 2024;473:134716. doi:10.1016/j.jhazmat.2024.134716 (IF: 12.2)

e Liu YX, Wang Q, Xiangyang ZY, Long JY, Huang H, Fan LL. Lipin3 deficiency promotes hepatocyte ferroptosis and pyroptosis via activating
JAK1-STAT3 pathway during acetaminophen induced acute liver injury. Mol Biomed. 2025 Oct 10;6(1):78. doi: 10.1186/s43556-025-00317-z.
PMID: 41071519; PMCID: PMC12514125 (IF: 10.1)

e XuY, FanY, Peng J, Zhang X, Luo Q, Shui K, Li T, Qin J, Zhang H, Nie R, Zhong Y, Jiang X, Jin X, Xu M, Peng L, Dai H. TREM1 deficiency
attenuates LPS-induced sepsis-associated acute kidney injury by modulating macrophage polarization. Int J Surg. 2025 Oct 28. doi: 10.1097/
JS9.0000000000003836. Epub ahead of print. PMID: 41147766.(IF: 10.1)

e Gao W, Huang J, Deng K, Lin X, Long X, Li X, Huang M, Wang X, She X, Liu Q, Wu M. Endothelial cells sense temozolomide resistance to
facilitate monocyte-derived macrophage infiltration in glioblastoma. Drug Resist Updat. 2026 Jan;84:101329. doi: 10.1016/j.drup.2025.101329.
Epub 2025 Nov 22. PMID: 41297453. (IF: 21.7)

(THERES)

®S5 =L & firig (YY)
EG20110M Tag-HS SYBR® Green qPCR Premix (None Rox) 5x1 ml 880
EG20113M Tag-HS SYBR® Green qPCR Premix (Universal) 5x1 ml 990
EG20410M Tag-HS SYBR® Green qPCR Premix (Rox Separated) 5x1 ml 880
EG20114M Taq SYBR® Green qPCR Premix (None Rox) 5x1 ml 1080
EG20117M Taq SYBR® Green qPCR Premix (Universal) 5x1 ml 1200
EG22104M Taq SYBR® Green qPCR Premix (Rox Separated) 5x1 ml 1080
EG23111L F488 SYBR gqPCR Mix (Universal) 25x1 ml 4000
EG20118M Tag-HS Probe gPCR Premix (None Rox) 5x1 ml 1080
EG20121M Tag-HS Probe gPCR Premix (Universal) 5x1ml 1200
EG22109S One Step RT-qgPCR Probe Kit v2 250 rxns 1600
EG23115M/L Taq Visual SYBR gqPCR Premix (Universal) 4x1.25 ml/20%1.25 ml 1200/4000
EG15109S Taq DNA Polymerase 1000 U 240
EG20101S AbTaq DNA Polymerase 500 U 2400
EG20105S Taq antibody 200 U 300
EG24105S Tag-antibody (B8) 100 l 600
EG15124S M-MLV GllIl Reverse Transcriptase 10000 U 900
EG20002S RNase Inhibitor, Murine 10000 U 800
EG20206S dsDNase 50 rxns 300
EG21204S dsDNase (with RNase Inhibitor) 50 rxns 400
EG22906S HL-Uracil DNA Glycosylase (UNG, UDG) 500 U 3500
EG20907S dNTPs (10 mM each) 1ml 100
CP18103S ROX Reference Dye (25 pM) 1 ml 300
CP22203S PCR DNA Degradation Solutions 2x400 ml 800

REGHEY) CIEEEER
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g % % N
7 | B3t Prosy |G Eus

FRYBERATERREFLNMNERBNEDR, ODFRLERRE, BLEY) & BN EEYER BN FFET & (LAMP)
MBEEEABY E (RPA) SMMEAR, EHTE2ERNERD, AASIMATHIK, THLEMEE, HEBFABRRK,
T LAMP 2K, RAIE—ERNSE G HL-UDG ITHIA BT 8755, 455 Cas12b ZRERESLUFRMEN TREE,

Bst Il DNA AT (KHE)

Bst I| DNARGE (KAEKR) 2EFER Bst DNA RGEEM EENERTE, BEERNRMNER, FIFpIHNEH I
REMREMS,

Amplification

60 4

@
3
N

RFU (10%3)
RFU (1013)

w04

0 5 o Cres 20 2 % 0 5 10 15 2 25 30
M Yugong W =EN M Yugong o W =EN
BN EY) & B BT % &£ ¥ Bst || DNA Polymerase BN AW & B B E 4 %) Bst || DNA Polymerase
(Large Fragment) X¥ SYBR Green | 8B TS (Large Fragment) £ R W #C8A 5 min [FRIFF iR 48 &R Y
BEJ7, M N QBNEZES~REMEEZRIG, 1%, &R 10 min BIA] & M7 52 Ao

HL-UDG. Bst Il 5 Cas12b — &1tk

& & © & 20
ST % 3 3%
$C s sV 80 s 20000 L 10 cFum UDG-LAMP-CRISPR/Cas12b & Ml /& 7= &
= 10" CFU/mI o o .
215000 ~ 10° CFU/mI BAMINE, REEAIA 100 CFU/mI,
€
10000 —= 10> CFU/mI e\ s L L A
5000 o 10" CFUmI a. X TEEWER b. T
—— NTC
o 10 20 30
Time (min)
=
&®S B i g (v)

EG23101S Bst Il DNA Polymerase (Large Fragment) 1600 U 640
EG23101M Bst || DNA Polymerase (Large Fragment) 8000 U 2800
EG20130S T4 UvsX Recombinase 500 ug 2500
EG20403S T4 UvsY Recombinase 200 ug 1000
EG20401S Bsu DNA Polymerase (Large Fragment) 500 ug 4000
EG20129S T4 gene 32 protein 1 mg 750
EG20128S Rb69 gene 32 protein 1mg 1200
EG21101S ET SSB 100 ug 320
EG23202S AapCas 12b 100 pmol 500
EG23202M AapCas 12b 1000 pmol 3000
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8 | EMHILG AR RIA =

TEMAEZY. mRNA ZHE. ARERET (CGT) FUHMAMASETNE— M XEULT, #
BAFEE. 50 RENDFEYETIR, BREY & BNEEYREZERARE, NERHE
MR E) GMP £ RZIRFIRATLT R, BIEEAEY, NERHEHLEH,

N 2EFEFEA?

EFfEm: MELBERRE, NMSEAENE, HERE,

BREME: @REREEERER, DL GMP &5/~ %, S DMF &%,

EmITE . 24575 200 7, BZ= DNA/RNA/ ZEHRIERHEMR B E TN —IET0 " 5
PE, ﬁﬁ’a%@i\ﬂj%%ﬂ’é%go

ZREH: ZFFABE. GMP EH

EMBIG RS — = RikIER

@ EiRHE ©/)» RNA Q0 FrEME
o REIMERLIES (120+ Fh) » T4 RNA E#:86 2, GMP 45/ o FR&EIENEIES (120+ Fh)
o :A4§R/Ai;§§k o T4 ZRZE RS (T4 PNK) . S705 SRERAH
o M-MLV §¥%%3 S—
. ST05 BRERA O3t RNA P TADNAEEE
. FAEEEER o T4 RNA &85 1 o MH#H T4 DNA E1%ls
- phi29 Il DNA B &8 * TAREIER
o TelN ikiks O HIF5FERK * phi29 I DNA B &5
* Bsal, GMP 45l « RNase GG * TeIN iR KL E
» BspQl, GMP 5| o MazF
« Xbal, GMP 23| . RNaso T1 @ kT4
* Xhol, GMP £ « #1757 RNase T1 - ERBEEARRNA
* Nhel, GMP %! « RNase H
e Esp3l (BsmBl), Foh¥RMt . FES RNase H ©=n/4aik
* EcoRI, TTohi¥)iR 14 » DNase |
* RNase A N -
@ oM R + Bsal ELISA il & Dt TR U S
.« T7 SEENE SRS « Xhol ELISA =5 & * RNase A
- T7 RNA 478 , GMP 443 « Xbal ELISA Hllit72 © SEEIRIRES
- AT T7 RNA B4 « BsmBI ELISA f i « TEVEHE (His i7%)
- 8544 RNase #5 , GMP &35!
« DNase | O 577 (4 Jotim
- E4AMYEL DNase |, GMP 2% 3] « RTU &% 3 A Bk e Benzonase ELISA Kit
- THERAERES (B, GMP RS | mason * PNGase F

* NTP, {&1% NTP

« Cap1 87

« Poly(A) RNA &
- EHMK

* RNA Marker
e DNA Marker

REGREY IS EE 15



8.1 INRNA {FIMERRRAE

EE GMP #E#1TEFHFm, ARESHMERERX,
mRNA E 8 E =Rz

GMP EH R EIHE

PR ER T~EE
1. RBER —_ R
TTREHF,

2. SRR

RIS BREIRE s
sk FEERRE Bt
EQ4E > 95% SDS-PAGE 7%
EBSMRTEEYE EUNSSL<20% 20 UBSRBERER, 37°CIFE 4
DNase J& % ROV AR 20 U B8535 DNA £ E&, 37°Ci#E 16 h
RNase 5& 1%t [ERYIBEAR < 10% 20 U 85 RNA, 37°ClFE 1h
: . FREZ84 2025 AR ETIERSN L DNA
fEE DNATEE <UDz e BNEAES A GAN 3407)
. : FREZ8 2025 AR EIE AL A EE A
BEEALE <50 ppm EEFREENTE (AN 3412)
S FREZ68E 2025 IR BTSN ARAS T
ARASHFLE < 10EUmg BEE—% AN 1143)
SRR B SRR TR A
: FREZE 2025 I ENSESBIOE LS
EERILE S U g —% (&N 0821)
- . FREZH 2025 KSR S
" e AR <5cfuml, & Ay NN
wemmzen SRS KSScum, B %Z@SEEEME. HAEEGE (AN

3. R EREIR &AL

4. (KSR (FLEERIONE)

mRNA 74
3' poly(A) B

5. ERiAEL

E: LLEfERLL Bsal, GMP Grade J3ffl

BALEY & BRNEEVIRE—RTIN GMP & 3F GMP 431
F¥l, Bi/J mRNA BENHES5E~,

mRNA 8RRIERELEY & AIEMEX~Mm

1
iRt

2
BRIt £t

3
#5MER

4
RNA fnfgFaneE *

[
RNA 53#h

Restriction Endonucleases

Bsal, GMP Grade

T7 High Yield RNA
Synthesis Kit

Cap1 analogue AG

RNase A

2x S705 HiFi Master Mix

Xbal, GMP Grade

T7 RNA Polymerase

Poly(A) RNA Polymerase

RNase T1

Ultra / T4 DNA Ligase

Xhol, GMP Grade

High T7 RNA Polymerase

DNA Assembly Mix Ultra/
Mono

Nhel, GMP Grade

RNase Inhibitor, Murine

Golden Gate Assembly Kit
(BsmBl)

BspQl, GMP Grade

DNase |, RNase-free

Golden Gate Assembly Kit
(Bpil)

Esp3l(BsmBl), ADCF

DNase I-ST, RNase-free

Pyrophosphatase,

2x Taq PCR Aurora Mix EcoRI, ADCF Inorganic (Yeast)
phi29 Il DNA polymerase Bsal ELISA Kit Pseudo-UTP

TelN Protelomerase Xhol ELISA Kit N'-Methyl-Pseudo-UTP
dNTPS Xbal ELISA Kit NTPs

BsmBI ELISA Kit

* ANRFBEEMHES poly(A) FIKE, BRI—RERARIR EEEIRIT poly(A) 7,

16
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Thermostable RNase T1

RNase H

Thermostable RNase H

MazF

RNase GG




(SR

T7 High Yield RNA Synthesis Kit @—FE&T T7 RNA BR&ENEINER RS, BEBLIFEE T7 BaiTH DNA AER, K2
EREKENEERERE, AMIEMHEN T7 Enzyme Mix FFUES T RNase IHIFI S A EBERE, T RMNAR, HfR RNA
BRNERENE~8, TR RH M TENATR, NEIIMEIE. RNA ZEBFINEEHRR. RNase (RIF. REFH3Z. RNA
F5F.

> = a5 1

o FFERE, 1 ug AMANE DNA RIRFI LU RIKT o [IZHRIRKE (100 bp~9 kb) ERztE, EAH!

%/ 150 ug LL_EAY RNA % mRNA. CRISPR T sgRNA E& N A,
o RNIREIR, 80 min BIRIRIGEBE™) s MUWHIRINIEZR, REEIH NTP FMIEF LMY,
ap —
> BE R T
250 - 250 -
S 2001 S 2004 .
g g 150
g 07 é 2 kb
< . < _ -
= 100 2 100 ——1kb
o 50 - o 50- 100 bp
0 ' ' ! ! ! ! 0~ T T T T T T T 1
0 200 400 600 800 10001200 0 20 40 60 80 100 120 140 160
Template DNA, ng Reaction time, minutes
BEIRGENES X FR FEKERRRHNES=E2XF
250 -
200 ] |
g 150 - .
ke] Z 25000 .»
T 100 - ’
> s
* hil I| ” ”
0 - F
100bp  1kb 2kb 4 kb 9 kb e 5§ 133
BEA  EVAE sYQAF  =TAF
FEREREESEYXER BRI, FRBFEUNHER, BRI >85%

Efifzk DNase |, GMP &3|— 3R EY) & BN EEYEIEQREM RIS, EH LR DNase | &
Bt B3RS T EMIE DNase I-ST fe ZFmBUTNRE:
* DNA DK@, RE DNATHEUERES  MNELESF, 7EE2H 300 mM AR FINEESEAE DNA

N =3 - MEAE =]
« E4HRIX, £ RNase ;5% s THEABMREINER RN EH DNA &R
300 T Cct 7% % DNA (ng) 7% DNA Ebfl DNA ERfEE
® DNase I-ST
250 ¢ o EaN DNase I-ST ~ 18.1 0.036 0.332% ~300
<. @ E®&Th
R O @ DNase I, WT Z@mN 16.5 0.079 0.732% ~130
§ 50 |k (2 @ No DNase o .
B ° & Standard FanTh 15.9 0.102 0.948% ~100
00 | -
. DNase |, WT  13.6 0.311 2.875% ~30
508 @
No DNase 6.0 10.805 100%
0.0 L L .
0.001 0.01 0.1 1 10 100

DNAEIRFZEE (ng)

WMEBEPR, SEFERMEL, 2 U DNase I-ST 7£ 300 mM B NaClRE MR ARTTEEN 1 pg Bkl DNA ; MEEFR, D3EAFRR EH IVT &k
iRz (ERERSH) , FFUEELEIL DNA ARIRAINEGR, SAE7250AX 2 U DNase | (3 ffigzhZL. 1 MEFFLER) , RNA =LAk ElE, 8
gqPCR #&ll DNA 7Bk, ERKRABBALEY) & BBYELY) DNase |-ST R DNA WEEMZE THLLE, UEESTAARR.

RESHEY IS EE 17



[ ERbEtRE )

Xt B R EOHETY IEE, EEERE DNA BREBHITT B UREREREMR. BAEY & BENEHHSRE PCR IUR
& 2x S705 HiFi Master Mix, E&%&H S705 High-Fidelity DNA Polymerase MR EE 2 & Taq igHY 70 15, ¥ iEE
ER Pfull 5 &, HERRERYT IZHER,.

BN, BR&EMe&EaNERHELBEMESMEANUE, £ X RNAE IR W ¥ ¥ R E M-MLV Gl Reverse
Transcriptase, LKA TERETMEA DNA E#2E T4 DNA Ligase (Fast), T4552/£1:17 & DNA Assembly Mix Ultra,
HRE P FRAEREZIE K.

| BRRIAEIR L )

fEFB AL DNA fERARINE RIBREY, BEERE YRR BIM KRR T2EYIL Y. (FAERNREE-
mMRZNAE, BAEY & BN EHEL ST GMP L3IRHIE, RIEBM=IRZUNEHE2ETEN, ~MEAMER
MEADYRBEHNRERMRER, WEEEH. MR DNA. FERFFMEATIEE. DNase. RNase ETZMERZR, UNHEY
RE. AEASREHTTEES, NMHBEBEBSAYEF. MIET ST RIEAHTEER,

B, BAEY & BRERM GMP LRGBS EH, AP 3 RAMERB DML E K

3 BRALERZ ISR REIEE R B0, BAEY & ANELRNEAREERDBEREZRIAF SR, BrEE
$3F Bsal. Xhol. Xbal. BsmBI £EH/ ELISA RXFI&, BIEEFFZRK, BFSHEHR.

(RNA &R )

RINERINEMNE LM TER mMRNA 5, FENRFENFYREHTON, URIEESLHNRBEMENRETE L. BRE
¥) & BY3%E RNase REH R Z M RNA X TAES, pI#THRE. ZHEA, X RNA ZREMOH. ITEMERM BN
R ZMER,

FREH REIEY IRBIEFFY BIR5R

. 3 . —REE
R RNaseT1 5 RNA ¢ - Z,Nshﬂjsi sy ;%f*? !
RNase H/ RNA-DNA 41 (E e mRNA IIBXME DT o EEAE 25 cDNA ZEIEFR mRNA
fit#% RNase H &P By RNA 55 * Oligo(dT) #¥3Z/5ZF% mRNA B poly(A) 5
MazF 5% RNA KIEMH ACA * mRNA 24
RNase GG EBHET 2 HE RNA GG * mRNA 24

XA

e Xu P, Yuan Z, Lu X, et al. RAG-seq: NSR-primed and Transposase Tagmentation-mediated Strand-specific Total RNA Sequencing in Single
Cells. Genomics Proteomics Bioinformatics. 2024;22(5):qzae072. doi:10.1093/gpbjnl/qzae072 (IF: 11.5)

e Wang S, Zhang P, Sun Y, et al. Engineering of BZ transposase and transposon donor vector for enhanced efficiency and safety in gene
delivery applications. Nucleic Acids Res. 2025;53(18):gkaf935. doi:10.1093/nar/gkaf935 (IF: 17.0)

CiTmER )

3% &S B/ RiE firg (v)
EG15124S M-MLV GllI Reverse Transcriptase 10000 U 900
EG24110S/M/L 2x S705 HiFi Master Mix 1 ml/5%1 ml/20x1 ml 320/1280/4600
EG15205S T4 DNA Ligase (Fast) 1000 U 620
EiRtaE EG25208S Ultra T4 DNA Ligase 1000 U 800
EG24204S DNA Assembly Mix Ultra 50 rxns 1160
EG25202S/M DNA Assembly Mix Mono 50 rxns/250 rxns 1160/4600
EG25207S Golden Gate Assembly Kit (BsmBI) 50 rxns 1800
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3% ®’S B i kg (v)
EG25209S Golden Gate Assembly Kit (Bpil) 50 rxns 1800

EG2510 4M/L 2x Taq PCR Aurora Mix 5x1 ml/100x1 ml 240/3000

EG25109S/M phi29 || DNA Polymerase 500 U/2500 U 550/2200

EG25203S/M TelN Protelomerase 250 U/1000 U 700/2500

tEtRiE EG20907S dNTPs (10 mM each) 1ml 100
EG20901S dATP (100 mM) 1mi 200

EG20902S dTTP (100 mM) 1mi 200

EG20903S dCTP (100 mM) 1mi 200

EG20904S dGTP (100 mM) 1mi 200

EG20905S dUTP (100 mM) 1mi 300

GMP501S Bsal, GMP Grade 20000 U 6400

GMP502S Xbal, GMP Grade 20000 U 3000

GMP503S BspQl, GMP Grade 10000 U 6400

GMP504S Xhol, GMP Grade 20000 U 3000

GMP505S Nhel, GMP Grade 20000 U 9600

A EG21504S Esp3l(BsmBl), ADCF 2000 U 3200
EG21504H Esp3l(BsmBl), ADCF 2000 U 3200

EG22504S EcoRI, ADCF 5000 U 750

EG24601S Bsal ELISA Kit 96T 2200

EG24602S Xhol ELISA Kit 96T 2200

EG24603S Xbal ELISA Kit 96T 2200

EG24604S BsmBI ELISA Kit 96 T 2200

EG24104S T7 High Yield RNA Synthesis Kit 50 rxns 1250

GMP101S/M T7 RNA Polymerase, GMP Grade 20000 U/200000 U 3000/25600

EG20124S/M T7 RNA Polymerase 5000 U/25000 U 640/2560

EG20125S/M High T7 RNA Polymerase 5000 U/25000 U 840/3360

EG21916S ATP (100 mM) 1mi 660

EG21917S CTP (100 mM) 1mi 660

EG21918S GTP (100 mM) 1mi 660

EG21919S UTP (100 mM) 1mi 660

EG21920S NTP Bundle (25 mM each) 1mi 750

s EG21921S N1-Methyl-Pseudo-UTP (100 mM) 100 pl 5800
EG21922S Pseudo-UTP (100 mM) 200 pl 5200

GMP102S Murine RNase Inhibitor, GMP Grade 40000 U 4800

EG20002S RNase Inhibitor, Murine 10000 U 800

GMP105S DNase |-ST, GMP Grade 2000 U 2100

EG24202S DNase |-ST, RNase-free 1000 U 650

EG24206S DNase I-ST, RNase-free (Lyophilized) 1000 U 720

GMP103S Pyrophosphatase, Inorganic (Yeast, GMP Grade) 100 U 6400

EG23109S/M Pyrophosphatase, Inorganic (Yeast) 10 U/100 U 500/3600

RNA 11i8 EG22909S Cap1 analogue AG 100 pl 2800
EG25108S/M Poly(A) RNA Polymerase 100 U/500 U 480/1680

EG20003S/M RNase A 100 mg/1 g 400/2000

EG24210S/M RNase T1 100 KU/5%100 KU 500/2000

EG24211S/M Thermostable RNase T1 100 KU/5%100 KU 500/2000

RNA 93tk EG20208S RNase H 1000 U 320
EG24201S Thermostable RNase H 200 U 320

EG24505S MazF 1000 U 1280

EG25521S/M RNase GG 2500 U/12500 U 1000/4000

REGHEY) CIEEEER



8.2 | /) RNA Z3¥Es A S iR R T

| SIRNA A FEARBESILL |

Phosphoramidite Chemistry Enzymatic Ligation

WFEER

(SPOS)

[ AE3:
(Enzymatic Ligation)

o BERFEZNRNZER, BT . Y e
IZEE v e R R AR + BB IERE
Oligo shortmers/fragments WA CHE B
s ] nAES S B
[ E——— BOBR BRI - B - Sl e 0L RN B
DMTOLO\? E template/splint 36-mer 69% >90%
£ PSSO JoRNA Ligase FE ks SRR
3 :
O LN ] ‘
o T RERS % (BFEENUN2SHRE) B8
RS S ek 3
= i
FRE  Cnmmsmemi KABREL, BRI 50% LIE
ERBE < 20-mer > 30-mer
RNA oligonucleotide product HEEENX JERAR FRFATIARE
ANEEEEEEEEEEEEEEEEEEEN

T4 RNA Ligase 2 88T

AN EE RNA 1E#E5 (W0 T4 RNA Ligase 2) FEMEHE RNA 525 BREZ ITEIINEE/) RNA 25
Y, EEMEIRE 95% Ll k.

ARPPER s R RARRG"
= m o

QORRARBGR oo [

-1 - Y -

3'Mﬂm9m5«@5' As1

)\
l dsRNA Ligase

AS2

Sample Matrix

Antisense

No Ligase Control
S1, S2,AS1, AS2

N All PAC
N\ S1, 82, AS1, AS2

Fragment % Ligation
s AROPER R RARRPGRARRRRAGR conee, " :
D Composition
YL PR B L - - O b e 4";Ac S:;‘ie A”;':e;se
T e .
[ 1‘]- Jn\g 1EI I%\ J
®E B/ g
GMP109S T4 RNA Ligase 2, GMP Grade 1000 U
GMP109M T4 RNA Ligase 2, GMP Grade 5000 U
GMP105S DNase I-ST, GMP Grade 2000 U
GMP101S T7 RNA Polymerase, GMP Grade 20000 U
GMP101M T7 RNA Polymerase, GMP Grade 200000 U
GMP102S Murine RNase Inhibitor, GMP Grade 40000 U
GMP701S Recombinant Proteinase K, GMP Grade 20 mg
GMP103S Pyrophosphatase, Inorganic (Yeast, GMP Grade) 100 U
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8.3 | EAMEHSKIAFI=E

TABMEAEMIAFTIE (Cell-Free Protein Synthesis Kit) ET AFMHERAZRS, B IHEDHIEHA
AR, TERBZEAESY. BRERFAZOBRE. IERITEEMEYMESKI , KU DNA/
RNA EREIINEEE AR “—ih” RRFE .

Wl Lol

o BRI TIBRTE
1~2 /NS ERER, 8~16 /NEE~EEE SRR, 4% DNA. mRNA ZigElx, &
_ "
HAEHER 7 ST R
PRRABARSE. ESTHE. BARER REEN
« AR AR /I BOERRNAEZR, SUEBEBMk

AREBMARFC. FRABERZANFHATK

THRRRERS vs THRARTERSE . MIENTEL
TRTRER G RRARRARYS

7 @) . ,
o \ i~ () @D @ - -
ool — | i s WERNRE  ABRS  WEE

iR FAMRE i
; ab —
(HEERT
HIRFIMERLIES SRR
- RO ERrER
Marker #F L& ERRETERE  EABBETERE

p— BSE ESE  F4m PRt
Marker EGH] 248 WELE 26hR LE 3@
kDa

—65
—43

T2 — =EHEN
— — —25
Ce—
S o=s y
RIRFIEP IS E LA AR FEIEIERA SEAGFEEENS RS RENEE, £LARIK
AKPAAMRIA
c ZIRBSEFEEH ]
X THEEME
GFP 4K i11K eI
*Minimizer *Enhancer 5 300000 -
PAtE  TARE T4 % 250000
Marker %8 2% L& 26% L& R
"Da.,_-‘_A,_,< # 200000
=
- = I 150000
—65 E 2
==28EEE e
i T2 & © 50000 -
e o B 2
- =t : GFP GFP+Minimizer GFP+Enhancer

—o - [w= oo | e—amza
*Enhancer: GFP SRR, *Minimizer: GFP ZeJtHISS4KIIA
M GFP XK MIA A EHRARFITOIAMRE, FYNINSRERAER (GFP) 4éfE, WREIEREITHEILRIHITFHITIEE
REAREY CIERITEE 21



HREAMADLR, FMEXRAIEEIGEEN

EXAGEE (Non-Canonical Amino Acids, ncAA)

[TXIEIFRAFEN. ALGRNRER, —RISEEVE 20 MEERZIHN, BIFalsEY TESE
SINEBRTPHFHREER.

ERASEERRIINEER R
EIAEREARPEASINERASER, EBRTRENEZAUSNESIIRAR. HHOLERE.
IR O R AED R BB IS P,

Li, Qingke et al. Cel/ vol. 182,1 (2020): 85-97.e16.
FRASERERIANEDREAY, BT EREIHMT
A

TURBEXZSY)

Koehler, Christine et al. ACS chemical biology vol. 18,3 (2023): 443-448.

FRARERTEURFRETE - BRAY)

AR
EZNALEY)

Zhu, Chaoyang et al. ACS central science vol. 9,6 1229-1240. 6 Jun. 2023
BITRHTRE, e EERNTETERIE
YY), TERR

FRADEREELGH R EON ARG

FERAEERAENER

RmBERT I BN FRATERVUENTE FEANTFNLXEREF (WTAG) , ELARERGM
RERRMIERASERNEZINZ RS, EF RNATC, FENIERAS BRI LAY S B tRNA 55288 (aaRS) ,
Mﬁ'ﬁ?‘mE% ENERBAFRARER,

Orthogonal ncAA-tRNA  HN
tRNA ncAA %
S TR bﬂxﬂthgp
Full-length polypeptide
mRNA
Rlbosome
Orthogonal
aaRs
FIAEXEREASIEN ncAA REE

N ATHRFEREESIERAFERES?

o TTHREIfREER T AREARAEXT ncAA RIFEAE o OIEMRITE] ncAA BOREFNAINET 8]

o FZAMESMUIRE, PIRANAEESHNERR o BETFMURMFH LIRS ncAA B NIIE

ARG =

BALEY) & BT EEYH LIEEC4- ZBiE -L- FA R (pAcF). 4- ERE -L- KA R (pAzF) 5 Ne- BT F & -L-
MR (Ker) WERLTARELGHREHTE, KUMERALERNSBEN, hEQABHS TIEUMARELTER
PAE
22 REGHLEY CISEITETE



M pAcF

BAEY) & ANEEYEF A =FIERAIER N T
RAE, AIFBIEAZETF TAG EEMERRESIEAN 4- 28
E -L- KARER (pAcF). 4- ERE -L- AR R R (pAzF) 3 Ne-

REA{ULR

EZBE -L- MEE (Ker)o

FmikiEisi
EREH Cell-Free Protein Cell-Free Protein Cell-Free Protein
A5 Synthesis Kit Synthesis Kit Pro Synthesis Kit Max
BRI/ £ 1EI81R y v y
HEREH / V vV
“H / / v
=< &5 3 mg/ml &= 2 mg/ml &5 2 mg/ml
L PRZ CHATER ERMUANERE, FIMERS,  FASHALES, THERMTRAES
ERGS GRS Eams apmgELey (OIEORNE, REEOUEN, B _HEOE0, QESKAE KA,
e CEMBRETR RERGNTER. BRTRAEEEN,  HRRERR. ABRT. BEA%,

BT

x5 & | _Am s

EG24301S Cell-Free Protein Synthesis Kit 20 rxns 1000
EG24301M Cell-Free Protein Synthesis Kit 100 rxns 4000
EG24302S Cell-Free Protein Synthesis Kit (Lyophilized) 20 rxns 1200
EG24302M Cell-Free Protein Synthesis Kit (Lyophilized) 100 rxns 4800
EG25301S Cell-Free Protein Synthesis Kit Pro 20 rxns 1500
EG25301M Cell-Free Protein Synthesis Kit Pro 100 rxns 6000
EG25303S Cell-Free Protein Synthesis Kit Pro (Lyophilized) 20 rxns 1800
EG25303M Cell-Free Protein Synthesis Kit Pro (Lyophilized) 100 rxns 7200
EG25302S Cell-Free Protein Synthesis Kit Max 20 rxns 2000
EG25302M Cell-Free Protein Synthesis Kit Max 100 rxns 8000
EG25304S Cell-Free Protein Synthesis Kit Max (Lyophilized) 20 rxns 2400
EG25304M Cell-Free Protein Synthesis Kit Max (Lyophilized) 100 rxns 9600
EG25330S Cell-Free Protein Synthesis Kit (pAcF) 20 rxns 3000
EG25331S Cell-Free Protein Synthesis Kit (pAzF) 20 rxns 3000
EG25332S Cell-Free Protein Synthesis Kit (Kcr) 20 rxns 3000
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8.4 | EErES PNGase F

PNGase F (B N-¥EE 8 F) 8EG2 =208 AR~ £RIMEER B LB N- EERRHE, ;
DIEBRRE NS H B RENERBES, ENMREEUOITTHRE BT RIS, % st
BALEY) & B EEYIELM PNGase F, BYAGITEEARE, dER, £EH / 2 2
ESMEMIEEE S R. BTHNE. NARSEANHCREESNEINA N-BEEK, @ a&f%ﬁ"“
MEBRSFE N- BEENEITE. j <Y

s, AAEIEEREMEH HPLC SFIE D, ERETEH PNGase F LHA ° %f;!

hras (EG23304) . AATIFTA PNGase F =@ A His in%, ABEEERENMKR
Rz faZERo

(R )

HER « BFRBUEEER L

é g\tﬁl % L

BEIAE] 95% L BE5] 37°C T BHTAL, 5] 50°C TR 105
«BER SRR AL,

A His /5%, BT EMRADE

(MERT

1 2 3 4 M
— 1. PNGase F (with His-tag) 2 ug
p—© 2. PNGase F (with His-tag) 5 pg
L 3. PNGase F (with His-tag) 10 pg
—

—-— - - == 4. PNGase F (with His-tag, Glycerol Free) 10 ug
M: Protein Marker

PNGase F (with His-tag ) #] PNGase F (with His-tag, Glycerol Free) SDS-PAGE 73 #fr
EtF10pg &EH, TAIWE®, dE > 95%

24 RESHEY CIEEEFERE



FOREERLGISERIRREREER

{ GOF
|
L GO Mgs | GlfsalFb SN
s G2F
A0 e E =mS
‘ BAEW
J e - B i
A6 X ¥ e BAEY
HRBNR G0% | GOF% |Man5% | G1Fa% |GI1Fb% | G2 | G2F% ”
N ) HREH G0% | GOF% | Man5% | G1Fa% | GIFb% | G2% | G2F%
X $ﬁ ﬁlﬁ:N 141 2.58 3.26 12.80 5.01 N/A 193
X B BES 127 | 7324 | 3| 1297 [ so1 | NA | 192 X W FaaN 325 | 3023 | 736 | 55 | 733 | 452 | 16.59
X S BANEY) 118 | 7289 | 324 1306 | 500 | NA 2.06 X W ZRS 349 | 2716 | 74 507 | 7.13 | 568 | 16.82
X B BRZ 12 7304 | 320 | 1298 | 5.00 N/A 1.90 X W BAEY 371 | 2789 | 792 | 5.14 | 7.21 6.54 | 16.34
4 k& PNGase F 37°C2 [/ 16 h SMEF &8 3 N5&hE PNGase F 37°C& [ 16 h QM BRI
hﬁﬂﬁﬁm%ﬁaﬁﬂﬁ%ﬁﬂﬁﬂ%m ﬁ”ﬁﬁ SRRSO TEEES

BEF

REEERN

GOF% Man3% GlFa% GI1Fb% G2F%
8.0 201 87 6.2
—J —
1
| GOF% Man5% GIFa% GI1Fb% G2F%
|‘| 394 88 20.2 7.8 5.8

15. 0
150}
i

BLREY) & BIFELEY) PNGase F FEMT R W5 T ER BHUER DS RIBEL MBI TEEER

(ITHER)

B®S E¥5 o firig (¥)

EG23303S PNGase F(with His-tag) 15000 U 1680
EG23303M PNGase F(with His-tag) 75000U 6500
EG23304S PNGase F(with His-tag, Glycerol Free) 15000 U 1680
EG23304M PNGase F(with His-tag, Glycerol Free) 75000U 6500
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BestEnzymes

Yugong Biotech

9 | RIRES

R RES (Collagenase) KIETALLRRE (Clostridium histolyticum), B—ThERES, BEH
FEMAVIRA Pro-X-Gly-Pro F5IHTIEIZEFIF MR ER (X) MIH S (Gly) 2 BIRAKHE, H
BExMEIERRALHMMERS. RIREEME——Fo] LR ZEE TESALRPRY
BER=RIZENRARRAENE O, REBTESRFEMIER ZHNAE, TEBGLUT
F&:

> AN ESRERAAMRES, SETHARMR. WBARSE. BERRIEARES,

P> ANTIESHERES, SERAMZERGIE. ARIMERIAR,

P ERIRI SRR, BIERLEREES. AYInitsE, DNRHEMNA,

(R

o iENE « BRIFEH, HRIBELLF
e Collagenase | i&@& LK. BF. Fb. BERH e Collagenase B0 E. FIRER. MERER.
MG LIRFALAMAMABEE FF. 8. REFHANARNEES

 Collagenase IV RIRESEE, ERTFHED
M EH &

(BAR )

M1 2 3 1 2 3 M1 2 3
ek F P E—— QM - --eeeee- S A
********************** il - ==
— = i \
- ; BALY) & B ELYR
_— — - : - N e h== N
| REEFRNNERRIER
BRX 1 Comexag BAEW L EN 1 BAEY & EH RN, REBIREM
‘ Wt R | gy nE
—_— o
P— | —

M: Color Prestained Protein Marker (10~180 kDa) 1: 20 pg 2: 50ug 3: 100 ug
Fm X MEBAEY) & BN ELYIRRES 1 2UH0 1 2 SDS-PAGE Xith
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350

8% Ulmg

o

ma

M Yugong M Z=& X

300
250
20
15
10i
5

BAEY) & AR EEYMZ M X RIRES mig EXT

BREY) & B EEYINIRIRES ™ Ml

(EAR&KE)

TmEe )

ESFEmAEM

B PN XT)
ﬁtﬁ Yugong Biotech

25

20

PREE HEEEIE mU/mg

v

M Yugong W =& X
BA%Y) & ANEEYIZR X RIRE IV BEEAREEX

E

B B =

BestEnzymes

BREY) & BN EEVHIRRE IVE, 8

ttRmBEERREORES

EREGRE (BL) BRQA (REZ
REGHEER) SRREMEXNSZHT R

SEENN. WHRBEAREGTE, HEHH
RIFESNAHRGRE, NETHERD B SET.

HATIE BEEFFMANEIFHALSNA,
W5 MR G E TR EE iR L 5ERY
BERIERNSEIRRS T, ARSET O
ERHESN. BENEMRABARTZ

®BS B Mg g (v)
EG25305S Collagenase | 100 mg 350
EG25305M Collagenase | 19 2500
EG25306S Collagenase I 100 mg 350
EG25306M Collagenase |l 19 2500
EG25308S Collagenase IV 100 mg 350
EG25308M Collagenase IV 19 2500
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4

10/ = HRE S TR

AL E 7T

EETRNIEE
WETHRER  ARGRRBIRE  EUBERE REKESR  RATRGR

A L

%k (Buffer solution) 8% 2 F55ER K HH AR S S5 0R e L HARER SR RS PREARRAYA TR, RETEIMA—EEE M)
FRBTRLE pH BIERE. BAEY) & BN ELY RTU (Ready-to-Use) RAFHL, £ HERRTEHERIINE PR ARE
PRI EM, RFRERHIZEPRILIEDE, SDBERIRFERIRRERERENE FR!

BREnS AT E
QoD ZHFRITH], Tk, WIEFSBE. HWRERE  1&H, BEHT. EBALREINEMEEHR
ERAGE k3=

HERE TP EREMNE PR LU AFTRANTE2M, 2k HATRNEN TS TEF BREPRIA MM
EWRECRIAE

At AERR R AT

9 ¢

\e

%*%)'E‘}EQEE’\J%% | LT FIRI AT EE FRL
H— 1B
SIHRNTZ, RHRZDRIBHE—N DT, SOTROES—; MEMHREN
AR DR BEARRE, RERANESR, FILFAFTHESERIY—14E;

- BRBEEER
MAVERRES, MAIGR, RERERE
RIFFEEABMILE, BIREREA, AR

28 RECHEY CIEFEE
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fe4kcH!

@ XF.pHIHRE

@ mmzm

Tt
/Bm

R

KIBRMEE

03
04
02
@
@
07

X2RBEE

AR ACH

KigRMES

NN

HaniBhE

=7

E&

KIgaEm

=EE
/B/mn

@6 06

— 2 =~
=h 0 e /7 / 5 F=1r Il
Gel type Tris-Glycine Bis-Tris Tris-Acetate "$".es'
ris
Gelcon- | g0, B4-20%| W4-20%| G4-12% G4-20% |G4-12% G4-20% T3-8% [W4-20%
centration
Running Tris-Glycine MES MOPS Tris-Acetate |Hepes
buffer
Apparent Molecular Weights, kDa
-—180 — 180
10 —180|—1801—=130 —180 [ —180 | — _ —
430/ 130|—100 —130 | — 130 130 180 180 1891 _ 180
20 —100|7 79 — 95 — 95 — 95 - 130 -— 130
—180|—100(_ | —130 — 95| 130
5 55| _.180 — 65 — 95 —180
—130|—72 - 180 |— 65 — 65
30 — 55| 43| —130 | — — o5 — 95
— 55 | 755 | — 55 — — 65 130 —1
100|— 55 — —100 | — 130 65 70
_ a0|— — 43 33 _ — 43 — 43 — 55| —180 | —125
[ 100 43 — 55 65
> — 43 — 70 | — — 65 —100
5 — 33 — 43 —130 | — 95
s 50|— 70 — 33|25 55| _ |—33 |—3 — 5 | — 43 — 55
g§|__so - 2 - 55 | —25 |—25 | — 25 > 100 _ 22
= — 55 25 |—17|—33 i — 43 | — 33 — 43 | —65
70 —25 N =7 |7 — 25 g5 | —e5 | T3
ol el R —33 | — 25 — 33 — 55 | —33
-2 10 17 7 —43|—43 | —25
— 33 |—17 e — 25
90 — 17 10 || —2F = —17
10 [—10 [~ 10 10 10 10 =7 - 5 1; 2 %K) i
¥ 100 :25 - 25

MES & {ERE

HEPES &Mk HiT

@ Bis-Tris FfIB{E R

BIRERSFEEH (6~260 kDa)
MOPS ZHFREEHPER S FEEH (14~260 kDa)
BERRESFECE

Feme—,

2 Tris-Glycine Fiifll / BHIBEFR

Tris-Glycine-SDS A RIESEK RS FEEH (6~400 kDa)
TGS & MERIRMHARS SDS BIRRZAS—TG iEAFIETERL

RESHEY

[ellbetisy SRy
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i Yugong Biotech BestEnzymes

.-%/&i% T A =

B Bk A R R % iRk

o d 1 kb Marker
EBE TAE TBE s,
0.8% 1.0%

0 = 10000
10% —— | == 8000
20% —— — e I 6000
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ks TAE/TBE—6 V/cm, 40 min
—A%iAA, TAE 34 KFEE DNA B9 EMRELE; i TBE 3/ DNA S BMREE

— — = —
HEmblE Bik5a 5 AR HiA niEEs b= FEGAST I

Transfer Buffer |Rapid Blocking
Tns HEPES-SDS Tris-Glycine PBS-T PBS-T

Tris-Glycine

Tris-MOPS-SDS
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e Bai L, Hao X, Xu W, et al. FMRP silencing via siRNA lipid nanoparticles to reprogram the tumor microenvironment and enhance anti-PD-1
efficacy in triple-negative breast cancer. Mater Today Bio. 2025;33:102075. Published 2025 Jul 12. doi:10.1016/j.mtbio.2025.102075 (IF: 10.2)

THEE

B | g (Y)
CP17201M TAE 100 pouches 1000
A CP17201-50 L TAE 1 bottle 400
CP17202M TBE 50 pouches 1000
CP23201M Tris-EDTA (pH 8.0) 100 pouches 1000
CP17204M Tris-MES-SDS 50 pouches 1200
CP17205M Tris-MOPS-SDS 50 pouches 1200
EHHEK CP17206M Tris-Glycine-SDS 50 pouches 600
CP17206-50 L Tris-Glycine-SDS 1 bottle 500
CP21204M Tris-HEPES-SDS 100%0.5 L 1500
CP17207M PBS-T 100 pouches 800
CP17207-50 L PBS-T 1 bottle 600
CP17208M PBS 100%1 L 800
CP17208-50 L PBS 1 bottle 600
CP21211M PBS 50x2 L 800
CP17209M TBS-T 100 pouches 1000
TR ENIR
CP17209-50 L TBS-T 1 bottle 400
CP17210M TBS 100 pouches 1000
CP17210-50 L TBS 1 bottle 400
CP20203L Rapid Blocking Buffer (TBS-T) 20 pouches 480
CP20204M Transfer Buffer(Semi Dry) 100 pouches 1200
CP21202M Tris-Glycine 50 pouches 600
. CP21209S SDS dust-free Granules 250¢g 280
ToLE R
CP21209M SDS dust-free Granules 1000 g 900

(Sedence

SDS dust-free Granules.
Store st

(Seince
e
il SDS dust-free Granules
i

¥ tsanaamn
an Catscrara
o o '
i S e

e e
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£ [E Buffer REYENE

RE - RAKE
BRAEM& Th NEB Tak FEfN
=1 s ERIlE2! BEESHR M Buffer mpgzztciy T o, @ 1"“ W BEBE
CutOne® FastDigest rCutSmart QuickCut ©c) ©c) =
Buffer Buffer Buffer Buffer
LightNing® Aatll EG25511S GACGT/C CutOne® 100 <25 100 <25 37 80 9
LightNing® Accl EG15502S GT/MKAC Cutone® 100 <10 100 <10 37 80 9
. . ® N ®
LightNing® Acil EG25501V/S cICGC CutOne 100 100 100 100 37 80 E9E)
LightNing® Afel EG26501V/S AGC/GCT CutOne® 100 75 100 100 37 80 9
LightNing® Aflll EG24520S CITTAAG CutOne® 100 75 100 100 37 80
LightNing® Agel EG23501S AICCGGT CutOne® 100 50 100 50 37 80 9
LightNing® Apal EG25502S GGGCC/C CutOne® 100 <125 100 <125 37 80 9
LightNing® ApaLl EG15601S GITGCAC CutOne® 100 75 100 100 37 80
LightNing® Alul EG24509S AGICT CutOne® 100 100 100 100 37 80
LightNing® Ascl EG15508S GG/CGCGCC CutOne® 100 100 100 100 37 80 =]
LightNing® Asel EG25503S AT/TAAT CutOne® 100 100 100 100 37 80
LightNing® Aval EG26503S CIYCGRG CutOne® 100 100 100 100 37 80 &9
LightNing® Avall EG25509S G/IGWCC CutOne® 100 100 100 100 37 80 bor) (€9
LightNing® Avrll EG15509S CICTAGG CutOne® 100 100 100 100 37 No
LightNing® BamHI EG15510S GIGATCC CutOne® 100 100 100 100 37 No
LightNing® Bbsl EG24512S GAAGAC(2/6) CutOne® 100 <10 100 25 37 80
LightNing® Bell EG15513S T/GATCA CutOne® 100 100 100 100 37 80
LightNing® Bgll EG24507S ~ GCCNNNN/NGGC CutOne® 100 100 100 100 37 80 =]
LightNing® Bglll EG15591S AIGATCT CutOne® 100 100 100 50 37 No
LightNing® Bsal EG15518S GGTCTC(1/5) CutOne® 100 100 100 100 37 80
LightNing® Bsh12361 (BstUl) EG25515S CGICG CutOne® 100 100 100 100 37 80 69
LightNing® BsmBI v2 EG26504V/S CGTCTC(1/5) CutOne® 100 75 100 100 37 80 ]
LightNing® Bsml EG25507S GAATGC(1/-1) CutOne® 100 100 100 100 37 80
LightNing® BspHI EG25512S TICATGA CutOne® 100 100 100 100 37 80
LightNing® BsrGl EG23505S T/GTACA CutOne® 100 100 100 100 37 80
LightNing® BstBI EG15607S TT/ICGAA CutOne® 100 100 100 100 37 80
LightNing® BStEIl EG15528S GIGTNACC CutOne® 100 75 100 75 37 80
LightNing® Cfr42! (Sacll) EG25508S CCGCIGG CutOne® 100 <12.5 100 <125 37 80 9
LightNing® Clal EG15532S AT/CGAT CutOne® 100 100 100 100 37 80 9
LightNing® Ddel EG24501S CITNAG Cutone® 100 50 100 50 37 80
LightNing® Dpnl EG15585S GA™/TC CutOne® 100 100 100 100 37 80
LightNing® Dpnl EG15533S IGATC CutOne® 100 75 100 75 37 80
LightNing® Dral EG23502S TTT/AAA CutOne® 100 100 100 100 37 80
. . ® ®

LightNing® Dralll EG24508S CACNNN/GTG CutOne 100 100 100 100 37 No
LightNing® Eagl EG15535S CIGGCCG CutOne® 100 100 100 100 37 80 =]
LightNing® Earl EG23511S CTCTTC(1/4) CutOne® 100 12.5 100 25 37 80 =]
LightNing® EcoRI EG15536S G/AATTC CutOne® 100 100 100 100 37 80
LightNing® EcoRV. EG15537S GAT/ATC CutOne® 100 100 100 100 37 80
LightNing® Esp3I (BsmBl) EG21503S CGTCTC(1/5) CutOne® 100 100 100 100 37 80 =]
LightNing® Fokl EG24523S GGATG(9/13) CutOne® 100 50 100 50 37 80 =)
LightNing® Fspl EG15586S TGCI/GCA CutOne® 100 100 100 100 37 No =]
LightNing® Haelll EG23509S GaGIcC CutOne® 100 100 100 100 37 80
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=7 Buffer RAYENE
BRrEY & REL  #KE BEY
BT ] 3= 2] FEEGIR it Buffer  mpgzsayy hermo NEB =~ Takara = :g@m EE
o FastDigest rCutSmart™ QuickCut o oG B
CutOne (°C) (°C)
Buffer Buffer Buffer
Buffer
LightNing® Hhal EG24510S GCGIC CutOne® 100 100 100 100 37 80
LightNing® HindlIl EG15539S A/AGCTT CutOne® 100 75 100 100 37 80
LightNing® Hinfl EG15593S GIANTC CutOne® 100 100 100 100 37 80
LightNing® HinP 11 EG24511S GICGC CutOne® 100 75 100 75 37 80
LightNing® Hpal EG15541S GTT/AAC CutOne® 100 100 100 50 37 80
LightNing® Hpall EG23507S CICGG CutOne® 100 <25 100 <25 37 80
LightNing® Kasl EG15543S GIGCGCC CutOne® 100 100 100 100 37 80
LightNing® Kpnl EG15544S GGTAC/C CutOne® 100 100 100 100 37 No
LightNing® Mbol EG24522S IGATC CutOne® 100 100 100 100 37 80
LightNing® Miul EG15547S AICGCGT CutOne® 100 75 100 100 37 80
LightNing® Mnll EG15548S cCcTC(7/6) CutOne® 100 100 100 100 37 80
LightNing® Msel EG24518S TITAA CutOne® 100 25 100 25 37 80
LightNing® Mspl EG23508S CICGG CutOne® 100 25 100 25 37 No @)
LightNing® Munl (Mfel) EG23510S CIAATTG CutOne® 100 12.5 100 12.5 37 No
LightNing® Ncol EG15550S CICATGG CutOne® 100 100 100 100 37 80
LightNing® Ndel EG15551S CAITATG CutOne® 100 100 100 100 37 80
LightNing® Nhel EG15552S GICTAGC CutOne® 100 100 100 100 37 80
LightNing® NotI EG15553S GCIGGCCGC Cutone® 100 100 100 100 37 80
LightNing® Nrul EG15602S TCGI/CGA CutOne® 100 100 100 100 37 No
LightNing® Nsil EG15606S ATGCA/T CutOne® 100 100 100 100 37 80
LightNing® Pacl EG15603S TTAAT/TAA CutOne® 100 100 100 100 37 80
LightNing® Pmel EG23506S GTTT/AAAC CutOne® 100 50 100 50 37 80
LightNing® Pmll EG25510S CACIGTG CutOne® 100 <12.5 100 <12.5 37 80 [&9
LightNing® PpuMI EG26506S RG/GWCCY CutOne® 100 75 100 100 37 80
LightNing® PspGl (EcoRIl)  EG15560S /CCWGG CutOne® 100 100 100 50 75 No
LightNing® Pstl EG15561S CTGCA/G CutOne® 100 100 100 100 37 No
LightNing® Pvul EG23513S CGATICG CutOne® 100 100 100 100 374 @80
LightNing® Pvull EG15604S CAGICTG CutOne® 100 100 100 100 37 No
LightNing® Rsal EG24503S GT/AC CutOne® 100 25 100 25 37 No
LightNing® Sacl EG15565S GAGCT/C CutOne® 100 100 100 100 37am =80
LightNing® Sacll EG15605S CCGC/GG CutOne® 100 100 100 100 37 80
LightNing® Sall EG15566S GITCGAC CutOne® 100 100 100 100 37 80
. . ® ®
LightNing® Sapl EG25524S GCTCTTC(1/4) CutOne 100 25 100 25 a7 | 6g
LightNing® Sbfl EG15568S CCTGCA/GG CutOne® 100 100 100 100 37 80
LightNing® Scal EG24502S AGT/ACT CutOne® 100 100 100 100 37 80
LightNing® Sdal (Sbfl) EG24515S CCTGCA/GG CutOne® 100 <125 100 12.5 37 80
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EF[E Buffer FAYEM
PAS AR S
&7 %s B IR Butter  SoSDE Themo  NEs  Taars By mw TEW
Cutone® FastDigest rCutSmart™ QuickCut™ (oc) (o) R
Buffer Buffer Buffer Buffer
LightNing® Sfil EG15570S GGCCNNNN/NGGCC CutOne® 100 100 100 100 ; No
LightNing® Smal EG15572S CCC/GGG CutOne® 100 100 100 100 ; 80 x|
LightNing® SnaBl EG24521S TAC/GTA CutOne® 100 50 100 50 ? 80 9
LightNing® Spel EG15574S AICTAGT CutOne® 100 100 100 100 37 80
LightNing® Sphl EG15575S GCATG/C CutOne® 100 100 100 100 ? 80
LightNing® Sspl EG15576S AAT/ATT CutOne® 100 50 100 100 377 80
LightNing® Stul EG15577S AGG/CCT CutOne® 100 100 100 100 ? 80
LightNing® Taql EG15580S T/CGA CutOne® 100 100 100 100 ; No
LightNing® Tsel (ApeKl) EG26505S G/ICWGC CutOne® 100 100 100 100 377 80 |
LightNing® Tsp45| EG24517S IGTSAC CutOne® 100 12.5 100 25 ; No
LightNing® Xbal EG15581S T/CTAGA CutOne® 100 50 100 100 377 80
LightNing® Xcml EG15582S CCANNNNN/NNNNTGG CutOne® 100 50 100 25~50 ? 80
LightNing® Xhol EG15583S CITCGAG CutOne® 100 100 100 100 7 80 9
Aarl EG25526S CACCTGC(4/8) CutOne® 100 <12.5 100 <12.5 377 80 9
ApeKI EG25519S G/ICWGC Cut Buffer C 12.5 50 12.5 25 ? No 9
BbvCl EG25516S CC/TCAGC CutOne® 100 100 100 100 377 80 9
Bpil (Bbsl) EG25525S GAAGAC(2/6) CutOne® 100 25 100 50 ? 80
BsiWwI EG24506S CIGTACG Cut Buffer C LEREPH, TREHM ? 80 9
BsmBlI EG22507S CGTCTC(1/5) Cut Buffer C TREMNR, FTREHEM ; 80
BspEl EG25528S T/ICCGGA Cut Buffer C <10 50 <10 50 ? 80 9
BspQl EG23503S GCTCTTC(1/4) Cut Buffer C LEREPH, TREHM ; 80
BsrDI EG25506S GCAATG (2/0) Cut Buffer B 50 100 50 100 ? 80
Pcil EG25514S AICATGT Cut Buffer C 50 <125 50 <125 ? 80
Sgel EG21501S "SCNNG(9/13) Sgel Buffer TRENKR, TREHEM ? 80
BstXI EG24516S CCANNNNN/NTGG Cut Buffer C 25 100 25 100 ? 80
SgrAl EG25513S CR/ICCGGYG Cut Buffer B 50 <125 50 <125 377 80 (&9
SspDI (Kasl) EG24514S G/GCGCC CutOne® 100 <125 100 <25 ? 80 9
Swal EG25527S ATTT/AAAT Cut Buffer C <125 <125 <125 <125 ? 80
Xmnl EG25517S GAANN/NNTTC Cut Buffer C 100 100 100 100 ? 80 [
EcoRI, ADCF EG22504S G/IAATTC CutOne® Buffer, ADCF 100 100 100 100 ? 80 =)
Esp3I(BsmBl), ADCF EG21504H CGTCTC(1/5) Esp3l Buffer, ADCF EREPH, FTREHTM 377 80 =)
Bsal, GMP Grade GMP501S GGTCTC(1/5) Cut Buffer F, GMP Grade TRENKR, TRBEM ? 80
BspQl, GMP Grade GMP503S GCTCTTC(1/4) Cut Buffer C, GMP Grade TRESR, TRAEHM ; 80
Nhel, GMP Grade GMP505S G/CTAGC CutOne® Buffer,GMP Grade 100 100 100 100 ? 80 9
Xbal, GMP Grade GMP502S T/CTAGA CutOne® Buffer, GMP Grade 100 100 100 100 ? 80
Xhol, GMP Grade GMP504S C/ITCGAG Cut Buffer F, GMP Grade TREMR, THREAM 377 80 4
Nb.BbvCl EG25518S CCTCAGC(none/-2) CutOne® 100 TREANR, TRBEEM ? 80
Nb.BsrDI EG23514S GCAATG(none/0) CutOne® 100 TRESR, TREHM ; 80
Nt.BbvCl EG25520S CCTCAGC(-5/-7) CutOne® 100 100 100 100 ? 80 [
Nt.BspQl EG23512S GCTCTTC(1/none) Cut Buffer C TRESR, TRAHEM ; 80
Nt.BstNBI EG24504S GAGTC(4/none) Cut Buffer C TRENKR, TREHEM ; 80
I-Ceul EG25529S TAACTATAACGGTCCTAA/GGTAGCGAA CutOne® Buffer 100 100 100 100 ? 80
I-Scel EG25504S TAGGGATAA/CAGGGTAAT CutOne® 100 / ? 80

A FRESENT, RNESIESEAREMERALER,
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® REATIEE, BJ7E 5~15 min RFEm R K

B mIERNEEN 25°C

7 RERMEERN 37°C

B mIERNEEN 50°C

B mIERNEEN 55°C

g RERMEEN 65°C

B mIERNEEN 75°C

B YT CpG RE{LRI DNA, BItRIRER A

W X FH Dem BRE{LA DNA, BIY)rIae2

X F4#% Dam FRELEY DNA, BItIRIgESZ A

% F#K EcoKl FRE{LRY DNA, HiJAae M

*F#K EcoBl FRE{LAY DNA, HJAJse M

B AATFRMEEFEDR

BES M 80°CIRE 20 min

@ RAEIAKRE

® 3hEBARRIUESEE, EXNEBYNEREINESEGE

® NEEYIRMEEXASD

£ SE GMP FE

I HER
R=AorG Y=CorT M=AorC K=GorT
S=CorG W=AorT H=AorCorT B=CorGorT
V=AorCorG D=AorGorT N=AorCorGorT

IRRBREVMRRABRAR [ IIABREEYRERERAR
Yugong Biotech Co., Ltd. / BestEnzymes Biotech Co., Ltd.

Add: RE (I%) BRXERBRXIKHE 28 SEREASIH-LEERE 2R
Tel: 0518-8558 6628 - support@best-enzymes.com - www.best-enzymes.com
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MR:. =mis

PREMEPILES | =TI

o EG15604S LightNing® Pvull 200 rxns 240
LightNing® PRI A LDES EG245038 LightNing" Rsal 100 rxns 240
BRFDINEREIMIS, SHEM 1 BRI, 515 HH5E Eo109088 o S 120 mne o
RRESY, HoRIRR. EHE. EES/EEIERER, EG15566S LightNing® Sall 200 rxns 240
FEEE e ‘ T R EG25524S L?ghtN?ng: Sapl 50 rxns 240
EG25511S LightNing® Aatll 30 rxns 240 EG15568S LightNing ' Sbfl 25 ns 240
EG15502S LightNing® Accl 50 240 EG24502S LightNing@ Scal 100 rxns 240
EG25501V/S  LightNing® Acil 10 ns/25 rxns  240/480 EGaao1oS LightNing Sdal (Sbfl) 28 S 280
EG26501V/S  LightNing® Afel 10 xns/20 rxns  240/480 EG15570S LightNing _ Sfil 100 mxns 240
EG24520S LightNing® Afll 100 rxns 240 Eg;ﬁg;i t:::m:;g@, ::1:;' 128 z:: 2:8
e
2025 | Lihiing®Apel 20000 | 240 EG155743 Lighthing’ Spel S 240
1NENNG EG15575S LightNing® Sphl 50 rxns 240
EG15601S LightNing™ ApaLl 200 rxns 240 EG15576S LightNing® Sspl 60 rxns 240
EG24509S LightNing® Alul 50 rxns 240 EG15577S LightNing® Stul 100 rxns 240
EG15508S LightNing® Ascl 50 rxns 240 EG15580S LightNing® Taq| 200 rxns 240
EG255038 LightNing® Asel 200 rxns 240 EG26505S LightNing® Tsel (ApeKI) 25 rxns 240
EG26503S LightNing® Aval 100 rxns 240 EG24517S LightNing® Tsp45I 25 rxns 240
EG25509S LightNing® Avall 100 rxns 240 EG15581S LightNing® Xbal 500 rxns 240
EG155098 LightNing® Avrll 25 rxns 240 EG15582S LightNing® Xcml 60 rxns 240
EG15510S LightNing® BamHI 500 rxns 240 EG15583S LightNing® Xhol 500 rxns 240
EG24512S LightNing® Bbsl 25 rxns 240
EG15513S LightNing® Bell 125 rxns 240 [
EG24507S LightNing® Bgll 200 rxns 240 il *EI' IzE*IJE Wtﬂgﬁ
EG15591S LightNing® Bglll 100 rxns 240 o= &4 B LY 3
EG15518S LightNing® Bsal 50 rxns 240 EG25526S Aarl 100 U 480
EG25515S LightNing® Bsh12361 (BstUl) 50 rxns 240 EG25519S ApeKI 500 U 240
EG26504V/S  LightNing® BsmBI v2 20 rxns/100 rxns ~ 240/1200 EG25516S BbvCl 50 U 240
EG25507S LightNing® Bsml 50 rxns 240 EG25525S Bpil (Bbsl) 250 U 240
EG25512S LightNing® BspHI 30 rxns 240 EG24506S BsiwI 300U 240
EG235055 LightNing® BsrGI 30 rns 240 EG22507V/S BsmBI 200 U /1000 U 240/1200
EG15607S LightNing® BstBI 100 rxns 240 EG25528S BspEl 500U 240
EG15528S LightNing® BstEll 100 rxns 240 EG235035 BspQl 500 U 240
EG255085 LightNing® Cfr42I (Sacll) 60 rxns 240 EG25506S Esil] 20 240
EG15532S LightNing® Clal 50 rxns 240 EG245168 Bstxl 500U 240
EG24501S LightNing® Ddel 50 rxns 240 522?28‘1‘2 z;ltlel ;gg 3 228
2
| i s EG25513S SarAl 00U 240
ENTON EG24514S SspDI (Kasl) 250 U 240
EG23502S LightNing™ Dral 100 rxns 240 EG25527S Swal 1000 U 240
EG24508S LightNing® Dralll 30 rxns 240 EG25517S Xmnl 500 U 240
EG15535S LightNing® Eagl 25 rxns 240
EG23511S LightNing® Earl 30 rxns 240
EG15536S LightNing® EcoRI 600 rxns 240 G MP Grade FE*IJEmtDEﬁ
EG15537S LightNing® EcoRV 200 rxns 240 P %ﬁﬁﬁ GMP ﬂ;ﬁﬁ'ﬂﬁ"—ﬁﬁ%ﬁ@%%, 2208, TR
EG21503S LightNing® Esp3l (BsmBl) 30 rxns 240 55 R g i
EG24523S LightNing® FokI 100 rxns 240 GMP5018 Bsal, GMP Grade 20000 U 6400
EG155865 LightNing® Fspl 50 rns 240 GMP503S BspQl, GMP Grade 10000 U 6400
EG23509S LightNing® Haelll 300 rxns 240 GMP5058 Nhel, GMP Grade 20000 U 9600
£G245108 LightNing® Hhal 100 ns 240 GMP502S Xbal, GMP Grade 20000 U 3000
EG15539S LightNing® Hindll 500 rxnis 240 GMP504S Xhol, GMP Grade 20000Y 3000
EG15593S LightNing® Hinfl 500 rxns 240
EG24511S LightNing® HinP1l 100 rxns 240 ADCF Fﬂﬁuﬁmtﬂﬁ o .
EG15541S LightNing® Hpal 50 rxns 240 7£: ADCF(animal derived component free), N & Bh¥)RIEAEXH S
EG23507S LightNing® Hpall 200 rxns 240 =E E3 €A g g
EG15543S LightNing® Kasl 30 rxns 240 EG22504S EcoRI, ADCF 5000 U 750
EG15544S LightNing® Kpnl 200 rxns 240 EG21504H Esp3I(BsmBI), ADCF 2000 U 3200
EG24522S LightNing® Mbol 50 rxns 240
EG15547S LightNing® Miul 100 rxns 240 ZIALEs
EG15548S LightNing® Mnll 50 rxns 240 = -
EG25505S LightNing® Mscl 30 rxns 240 ks R B S firts
EG24518S LightNing® Msel 50 rxns 240 EG25518S Nb.BbvCl 300 U 240
EG23508S LightNing® Mspl 250 rxns 240 EG23514S Nb.BsrDI 2000 U 900
EG23510S LightNing® Munl (Mfel) 25 rxns 240 £G255208 NLBbVCH 190 U 240
EG15550S LightNing® Ncol 30 rxns 240 £G235125 Nt.BspQl 2000U 900
=N EG24504S Nt.BstNBI 2000 U 900
EG15551S LightNing™ Ndel 200 rxns 240
EG15552S LightNing® Nhel 30 rxns 240 RNA mt}]gﬁ
EG15553S LightNing® Notl 50 rxns 240 e .
EG156025 LightNing® Nrul 50 rxns 240 Hs € g i
EG15606S LightNing® Nisil 25 rxns 240 EG24505S MazF 1000 U 1280
EG15603S LightNing® Pacl 25 rxns 240 EG25521S/M RNase GG 2500 U/12500 U 1000/4000
EG23506S LightNing® Pmel 50 rxns 240
EG25510S LightNing® Pmll 100 rxns 240 IJOIALES
EG26506S LightNing® PpuMI 30 rxns 240 4E£ = -
EG15560S LightNing® P:pGI (EcoRll) 200 rxns 240 o S HLEE g
R EG25529S I-Ceul 250 U 240
EG15561S LightNing™ Pstl 500 rxns 240 EG25504S I-Scel 250 U 240
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MENRAEE & Taq Ml

N N _ %= B E Mg g
={RE DNA E578 & PCR Mix ‘ EG15134S  Tag-HS DNA Polymerase 1000U 1200

123 -

5 RXH S fit& EG20101S = AbTaq DNA Polymerase 500U 2400
EG25103S = 2x S705 HiFi Master Mix (+Dye) 1ml 320 EG20105S  Taq antibody 200U 300
EG25103M  2x S705 HiFi Master Mix (+Dye) 5x1ml 1280 EG24105S  Taq antibody (B8) 100 i 600
EG25103L = 2x S705 HiFi Master Mix (+Dye) 20x1 ml 4600
EG24110S = 2x S705 HiFi Master Mix 1ml 320 RN —1

(RNEE PCR]
EG24110M = 2x S705 HiFi Master Mix 5x1ml 1280
s S ES M A = .
EG24110L  2x S705 HiFi Master Mix 20x1 ml 4600 ,fya'ci&g qPCR mix
R —1 - m
EG26104S  2x S705 HotPrime Mix 1ml 350 25 BB Mg s
Taq-HS SYBR® Green qPCR Premix
EG26104M  2x S705 HotPrime Mix 5x1ml 1400 EG20110M  Nione Rox) S<iml| 880
EG26104L  2x S705 HotPrime Mix 20x1 ml 5000 EG20113m 124-HS SYBR® Green gPCR Premix 5x1ml 990
(Universal)
e A . Taq-HS SYBR® Green qPCR Premix
-%*E'. DNA %nﬁﬁ & PCR mix EG20410M (Rox Separated) 5<1ml| 880
Bns B Mg Mg EG20114M 'I;?\lq SYER@’)Green gPCR Premix 5x1ml 1080
one RoxX
EG15109S = Tag DNA Polymerase 1000 U 240 Taq SYBR® G PCR Premi
aq reen q remix
EG15117M = Tag-Plus PCR Master Mix (2x) 5x1ml 150 EG20117M (Universal) 5t ml| 1200
EG25105M  Tag-Plus PCR Forest Mix (2x) V2 5x1ml 150 EG22104M 12D SYBR® Green qPCR Premix 5x1ml 1080
(Rox Separated)
EG25105L = Tag-Plus PCR Forest Mix (2x) V2 100x1 ml 2500
EG23111L  F488 SYBR gPCR Mix (Universal) 25x1 ml 4000
EG25104M = 2x Taq PCR Aurora Mix 5x1ml 240 Cap3115y Tad Visual SYBR GPCR Premix T
EG25104L  2x Taq PCR Aurora Mix 100x1 ml 3000 (Universal) )

. EG23115L T(quni\\/lzugl)SYBR 9GPCR Premix 20%1.25 ml 4000

= TE

Hs FEN R g Mg

B ERAEE qPCR mix
EG20403S T4 UvsY Recombinase 200 ug 1000 %
41 = s m ]

EG20128S = Rb69 gene 32 protein 1mg 1200 5 *28 ﬂ( ﬂ,*ﬁ mﬁ

Tag-HS Probe gPCR Premix
EG20129S T4 gene 32 protein 1mg 750 EG20118M (None Rox) 5x1 ml 1080
EG20130S T4 UvsX Recombinase 500pg 2500 Eeiy) | JES P R Pl 5x1ml 1200

(Universal)
EG20401S Bsu DNA Polymerase (Large Fragment) 500 ug 4000 EG22109S  One Step RT-gPCR Probe Kit v2 250 rxns 1600

EG23101S Bst || DNA Polymerase (Large Fragment) 1600 U 640

EG23101M  Bst Il DNA Polymerase (Large Fragment) 8000 U 2800

Bst [l DNA Polymerase

SEPEhlere (Large Fragment, Glycerol Free) IO E e
EG25102S = phi29 DNA Polymerase 500 U 500
EG25102M  phi29 DNA Polymerase 2500 U = 2000
EG25109S = phi29 I| DNA Polymerase 500 U 550
EG25109M  phi29 || DNA Polymerase 2500 U = 2200
EG26106S  TIli DNA Polymerase (exo-) 200U 600
RAafsEx
55 BB ME e
EG21101S = ET SSB 100 ug = 320
EG20901S  dATP (100 mM) 1ml 200
EG20902S  dTTP (100 mM) 1ml . 200
EG20903S  dCTP (100 mM) 1ml 200
EG20904S  dGTP (100 mM) 1ml . 200
EG20905S  dUTP (100 mM) 1ml 300
EG20907S  dNTPs (10 mM each) 1ml 100

T = R e R ES
HS EX A g s

EG15123S M-MLV RNase H Reverse Transcriptase = 10000 U 480

T

EG15124S M-MLV GllI Reverse Transcriptase 10000 U 900

EG24101S  M-MLV GIV Reverse Transcriptase 10000 U 1050

EG21104S High-Accuracy Reverse Transcriptase 10000 U 1200
=8 N=|
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All-in-One First-Strand Synthesis
MasterMix (with dsDNase)

EG15133S 100 rxns =~ 1380

All-in-One First-Strand Synthesis

SRz MasterMix

100 rxns 900

EG24102S RTase 11l Primer Flexible All-in-One Mix 100 rxns 1380
(with dsDNase)

GllI Visual All-in-One MasterMix (with
dsDNase)

EG25110S  GIV All-in-One MasterMix (with dsDNase) 100 rxns 1600

EG26102S 100 rxns 1380
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aﬁéﬁﬁlﬁﬁtﬁ Jm EG23202S AapCas12b 100 pmol 500
EG23202M  AapCas12b 1000 pmol 3000
EG24204S DNA Assembly Mix Ultra 50rxns 1160 EG24205S SpCas9-NLS 100 pmol 300
EG25202S DNA Assembly Mix Mono 50rxns 1160 EG24205M = SpCas9-NLS 1000 pmol .~ 2100
EG25202M = DNA Assembly Mix Mono 250 rxns = 4600
EG25209V = Golden Gate Assembly kit (Bpil) 10 rxns 500 - -
EG25209S  Golden Gate Assembly kit (Bpil) 50 rxns 1800 [ 1$9|\$§§ J
EG25207V  Golden Gate Assembly kit (BsmBl) 10 rxns 500
EG25207S  Golden Gate Assembly kit (BsmBI) 50 rxns 1800 %S ZR e | S
EG26203V  Golden Gate A bly kit (BspQl 10 500
olden Gate Assembly kit (BspQl) xns EG24104S  T7 High Yield RNA Synthesis Kit 50rxns 1250
EG26203S  Golden Gate Assembly kit (BspQl) 50rxns = 1800
GMP101S  T7 RNA Polymerase, GMP Grade 20000 U 3000
DNA EiEfs GMP101M  T7 RNA Polymerase, GMP Grade 200000 U 25600
EG20124S  T7 RNA Polymerase 5000 U 640
EG15205S T4 DNA Ligase (Fast) 1000 U 620 EG20124M T7 RNA Polymerase 25000 U 2560
EG25208S = Ultra T4 DNA Ligase 1000 U 800 EG20125S = High T7 RNA Polymerase 5000 U 840
EG20201S  Taq DNA Ligase 1000 U 360 EG20125M High T7 RNA Polymerase 25000 U 3360
EG24203S HiFi Taq DNA Ligase GEGS | S EG251085  Poly(A) RNA Polymerase 100U 480
EG25108M Poly(A) RNA Polymerase 500 U 1680
RNA I Ef§
EG21916S  ATP (100 mM) 1 ml 660
- EG21917S  CTP (100 mM) 1 ml 660
EG25204S T4 RNA Ligase 1 1000 U 680
EG25204M T4 RNA Ligase 1 5000U 2700 EG21918S  GTP (100 mM) 1 ml 660
EG25206S T4 RNA Ligase 2 1000 U 600 EG21919S  UTP (100 mM) 1ml 660
EG25206M T4 RNA Ligase 2 5000 U 2400 EG21920S  NTP Bundle (25 mM each) 1 ml 750
GMP109S T4 RNA Ligase 2, GMP Grade 1000 U 720 EG21921S  N1-Methyl-Pseudo-UTP (100 mM) 100yl 5800
GMP109M = T4 RNA Ligase 2, GMP Grade 5000 U 2880 EG21922S  Pseudo-UTP (100 mM) 2004 5200
EG202088 | RNase H 1000U 320 GMP102S ~ Murine RNase Inhibitor, GMP Grad 40000 U 4800
EG24201S Thermostable RNase H 200U 320 drine Rase fnhibion, rade
EG20003S RNase A 100 mg 400 EG20002S = RNase Inhibitor, Murine 10000 U 800
EG20003M RNase A 1g 2000 GMP105S ~ DNase I-ST, GMP Grade 2000U 2100
EG24212S Thermostable RNase Hll 200U 720 EG24202S DNase I-ST, RNase-free 1000 U 650
Sereslls DG o ORI 00 EG24206S  DNase I-ST, RNase-free (Lyophilized) 1000U 720
EG24210M RNase T1 5x100 KU 2000 Pyrophosphatase, Inorganic
EG24211S  Thermostable RNase T1 100 KU 500 GMP103S  \veast, GMP Grade) 100U 6400
EG24211M _ Thermostable RNase T1 53100 KU 2000 EG23109S Pyrophosphatase, Inorganic (Yeast) 10U 500
EG23109M | Pyrophosphatase, Inorganic (Yeast) 100 U 3600
qFﬁEE DNA mtﬂgﬁ &DNA 1§§E§ Thermostable Inorganic
EG25106S 9 200 U 400
Pyrophosphatase
EG20206S =@ dsDNase 50 rxns 300 EG22909S Cap1 analogue AG 100 pl 2800
EG24207S DNase I, RNase-free (Lyophilized) 1000 U 550
EG22204S DNase |, RNase-free 1000 U 500
EG22907L = Omni-nuclease (Benzonase) 100 KU 1350 . N ~s -
S ~,
EG25203S TelN Protelomerase 250 U 700 [ *?(E& mlﬂ( ]
EG25203M  TelN Protelomerase 1000 U 2500 e =
=
EG24209S  T7 Endonuclease | 250U 500 Hs T B g M8
EG24209M  T7 Endonuclease | 1250 U 2100 EG20910S = Agarose 100 g 240
EG22905S  Uracil DNA Glycosylase (UNG, UDG) 1000 U 580 EG20910M  Agarose 500g 1200
THL-Uracil DNA Glycosylase
EG22906S NG, UDG) 500U 3500 EG21902M  50bp DNA Ladder 5x250 ul 440
EG21903M  100bp DNA Ladder 5x250 ul 360
DNA 9“” Eﬁ EG21907M  500bp DNA Ladder 5x250 I 360
EG21908M  100bp Plus DNA Ladder 5x250 ul 360
EG24213S  Exonuclease | 1500 U 270
EG24213M  Exonuclease | 7500U 1080 EG21909M  1kb DNA Ladder 5x250ul 360
EG20207S  Exonuclease |l 5000 U 270 EG21910M  FY2000 DNA Marker 5x250 I 360
EG24208S TS Exonuclease 1000 U 600 EG21911M  FY5000 DNA Marker 5%250 i 360
,%&Eﬁ Eﬁ#ﬁ’éﬁﬁ EG21912M  FY15000 DNA Marker 5x250 I 360
EG21915S  6xDNA Loading Buffer with SDS 5x1 ml 80
EG25201S = T4 Polynucleotide Kinase 500 U 400 EG26901S  ssRNA Marker 1000 225 i 500
EG15208S = Alkaline Phosphatase (Fast) 1000 U 720 EG26902S = 2x RNA Loading Buffer 1ml 50
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RTU (Ready To Use) RIIEEEATN, BEELDTEY
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CP17201M TAE 100 pouches = 1000
CP17201-50 L = TAE 1 bottle 400
CP17202M TBE 50 pouches 1000
CP23201M Tris-EDTA (pH 8.0) 100 pouches = 1000

=R

&S 3 &L M s
CP17204M Tris-MES-SDS 50 pouches 1200
CP17205M Tris-MOPS-SDS 50 pouches 1200
CP17206M Tris-Glycine-SDS 50 pouches 600

CP17206-50 L  Tris-Glycine-SDS 1 bottle 500

CP21204M Tris-HEPES-SDS 100 pouches 1500
GafE ENIE

&S R B ] fivi&
CP17207M PBS-T 100 pouches 800
CP17207-50L  PBS-T 1 bottle 600
CP17208M PBS (1 L/pouch) 100 pouches 800
CP17208-50L  PBS 1 bottle 600
CP17209M TBS-T 100 pouches 1000
CP17209-50L  TBS-T 1 bottle 400
CP17210M TBS 100 pouches 1000
CP17210-50L  TBS 1 bottle 400
CP20203L Rapid Blocking Buffer (TBS-T) 20 pouches 480

CP20204M Transfer Buffer (Semi Dry) 100 pouches 1200
CP21202M Tris-Glycine 50 pouches 600
CP21211M PBS (2 L/pouch) 50 pouches 800
7IN o
T Fki
5SS gL M e
CP21209S SDS dust-free Granules 250 g 280
CP21209M SDS dust-free Granules 1000 g 900

~,

)
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CP18103S  ROX Reference Dye (25 uM) 1ml 300
= PN N
T SEEERE
58  EXEW | 8
CP18105S  Safe Green DNA Stain 500 pl 550
CP18106S  Safe Red DNA Stain 500 pl 550
CP18107S  Safe Red DNA Stain 2.0 500 pl 550
BEREEHE
5SS  EXRW B e
CP21101S  PicoGreen 1ml 2500
CP23101S = EvoGreen Dye (20% in water) 1ml 400

ZEBHRRRT)
=]

5SS TR - i
EG15312S = Recombinant Proteinase K 19 2000
EG23303S  PNGase F (with His-tag) 15000 U 1680
EG23303M PNGase F (with His-tag) 75000 U 6500
EG23304S g’l‘:,f:;‘? FFr((e‘gi)th lEAEE) 15000U 1680
EG23304M g’l‘:,f:rzel FFrg’é’i)th His-tag, 75000U 6500
EG24303S  TEV Protease (with His-tag) 1000 U 480
EG25305S = Collagenase | 100 mg 350
EG25305M = Collagenase | 19 2500
EG25306S = Collagenase Il 100 mg 350
EG25306M = Collagenase Il 19 2500
EG25308S = Collagenase IV 100 mg 350
EG25308M = Collagenase IV 19 2500
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EG24301S  Cell-Free Protein Synthesis Kit 20 rxns 1000
EG24301M  Cell-Free Protein Synthesis Kit 100 rxns 4000

Cell-Free Protein Synthesis Kit
BG24302S [y ophilized)

Cell-Free Protein Synthesis Kit

20 rxns 1200

EG24302M (Lyophilized) 100 rxns 4800
EG25301S  Cell-Free Protein Synthesis Kit Pro 20 rxns 1500
EG25301M  Cell-Free Protein Synthesis Kit Pro 100 rxns 6000

EG25303S Cell-Free Protein Synthesis Kit Pro

(Lyophilized) 20 rxns 1800

Cell-Free Protein Synthesis Kit Pro
EG25303M (Lyophilized) 100 rxns 7200
EG25302S  Cell-Free Protein Synthesis Kit Max 20 rxns 2000

EG25302M  Cell-Free Protein Synthesis Kit Max 100 rxns 8000
Cell-Free Protein Synthesis Kit Max
(Lyophilized)

Cell-Free Protein Synthesis Kit Max
EG25304M (Lyophilized) 100 rxns 9600

EG25330S  Cell-Free Protein Synthesis Kit (pAcF) 20 rxns 3000
EG25331S  Cell-Free Protein Synthesis Kit (pAzF) 20 rxns 3000

EG25304S 20 rxns 2400

EG25332S  Cell-Free Protein Synthesis Kit (Kcr) 20 rxns 3000
EH#EX

Hns et g e

EG21323S (PS"E’)‘Sei”4';(‘)’ad‘"9 Buffer 5%1 ml 60
Color Prestained Protein Marker

EG23301S (10~180 kDa) 250 pl 450

EG23301M 8‘32;;6%2;‘9" Protein Marker 5x250 ul 2000
Color Prestained Protein Marker

EG23302S (8~250 kDa) 250 pl 520

EG23302M f)scilggg:(egga)ined Protein Marker 5%250 i 2250

(ELISA i®FI& )

5SS BB Mg o
EG23601S  Benzonase ELISA Kit 96T 2200
EG24601S  Bsal ELISAKit 96T 2200
EG24604S  BsmBl ELISA Kit 96T 2200
EG24603S  Xbal ELISA Kit 96T 2200
EG24602S  Xhol ELISAKit 96T 2200
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